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Executive Summary

This User’s Manual (UM) does not conform to the Data Item Description (DID) for the UM,
PTO-SP-03. Instead, as required by Section 2.4.4.6 of the Web PatentIn (WPI) Task
Management Plan (TMO02) version 1.11, it is being updated using the format in which the
document was originally prepared.

This UM is being updated at United States Patent and Trademark Office’s (USPTQO’s) direction
under task order number CSCS-07-61 to include changes for Patentin 3.5.1.
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Section 1 Introduction

1.1 Purpose

PatentIn facilitates the creation of sequence listings for inclusion in patent applications
sequences. It accepts data about the sequences validates the data, creates a sequence listing file
and a mechanism for printing out and saving to removable medium for submission. This manual
describes how to use Patentin.

1.2 Conventions

Consistent visual cues and standard keyboard operations are used throughout this manual. These
conventions are listed in Table 1-1.

Table 1-1: Document Conventions

Notation Represents Example

Bold type | Name of a function, file, menu item, | Click on Exit.
Oor programming construct.

1.3 Overview

Patentln is a computer program designed to expedite the preparation of United States Patent and
Trademark Office (USPTOQ) patent applications containing nucleic acid and polypeptide
sequences.

Patentln complies with all format requirements specified in World Intellectual Property
Organization Standard (WIPO) ST.25 and the related United States (US) final rule,
"Requirements for Patent Applications Containing Nucleotide Sequence or Amino Acid
Disclosures." The application runs on Windows XP/Windows Vista/Windows 7 and the screen
displays are in English. Since the sequence listings generated by Patentin comply with the ST.25,
this program has worldwide applicability.

For ease of use, the design follows the standard Windows user interface conventions.
PatentIn includes the following tools:

e A Sequence Editor
The primary tool within Patentin is the sequence editor, which enables you to enter and
modify both nucleic acid and protein sequence listings, as well as import Patentin
generated ST.25 sequence listing files or sequence data files created by another editor or
word processor (provided they are stored as American Standard Code for Information
Interchange (ASCII) text files).

When working in Patentln you may enter data in any order, and also add, remove, or
revise sequence listing data at any time. You may also save a partially completed project
and finish it at a later time. PatentIn does not require that a project exist or remain on a
particular machine or device. Users are free to e-mail files to clients or each other so that
they might review/update them.

e A Sequence Generator
After you have entered all the data necessary for your patent application, PatentIn enables

1-2
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you to generate your application. The application consists of a computer-readable, ST.25
compliant file containing a sequence listing file.

1-3
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Section 2 System Requirements and Patentln 3.5.1 Access

2.1 System Requirements

PatentlIn is a self-contained application that can be downloaded from the USPTO website. It
operates in a Windows XP, Windows Vista and Windows 7 environment. A minimum of 512
Megabytes (MBs) of memory is required. Additional memory may be required for large patent
applications. For the best performance 1 Gigabytes (GBs) of memory is recommended for very
large projects, projects with 100,000 sequences or a sequence approaching 12 MB. The disk
space required to install Patentln 3.5.1 is about 6.5 MBs. Additional disk space is required to
store project files and sequence listing files.

For PatentIn to work correctly, the “TMP” environment variable must point to a valid directory,
and the “PATH” environment variable must include the Disc Operating System (DOS) backup
command in the path. Most Windows installations will meet these requirements.

Special Note for users with very large sequences and large numbers of sequences: USPTO
has located a viewer that works for very large text files. A 60 day evaluation version is
downloadable at www.fileviewer.com/. The viewer is named V" and the version is 2000 SR-1.
USPTO was able to successfully open files of 60 MB and 120 MB using an earlier version of the
V software and the viewer was tested on a laptop with Windows 98. (LocalAdmin may be
required for installation.)

2.2 Patentln Access

PatentIn was designed for installation on individual computers. It can be downloaded onto your
Personal Computer (PC) and, if desired, the project files can be stored remotely. The program
can be downloaded from the USPTO web page,
http://www.uspto.gov/web/offices/pac/patin/patentinrel.htm. Before the installation of Patentin
3.5.1, be sure to close all running applications on your computer and then follow the instructions
found on the Web page to download Patentin 3.5.1 and install it on your PC. Upon completing
the installation, an icon will be placed on your desktop. Access to the Patentin 3.5.1 application
program occurs when you double-click on the Patentin 3.5.1 icon.

2-1
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Section 3 Getting Started

3.1 Sequence Screen

When you first access Patentln by double-clicking on the Patentin 3.5.1 icon on your desktop,
you have immediate access to the Sequence Screen.

The Sequence Screen (Figure 3-1) is the main screen.

" |Intitled.prj - Patentin
Project Edit View Application Steps  Help

D | 4 B %P Peilnd Org Pub Fen Gen

Sequence Mame:

Sequence Typpe:

i

[Clzar

* Organizm: I Stamdarnd... I Cugtom...

Search
bases/proteins; Il EDl [ Skipthiz sequence | Check for missing features
Add

Import
Dielete

HEestare

i

Hearder

AlterSeglivpe
Curzor Pozition: Sting Length: 1] Line Mumber:

W alidate | Save Project | Help | Feload 5aved Project |

Mate: Iterns marked with * are required fieldz.

For Help, press F1 l_ I_ e
Figure 3-1: Sequence Screen

The Sequence Screen (Figure 3-1) provides the user with five drop-down menus, three of which
provide access to the real-time system interface. They are Project, Application Steps, and Help.
The remaining two drop-down menus, Edit and View, are general Microsoft (MS) Windows-type
menus. The user may select any one of the three drop-down menus when a project is started.
PatentIn presents an empty project upon startup entitled “Untitled.” The user can open an
existing project with the Project Menu (Figure 3-2).

3.2 Project Menu

The Project Menu (Figure 3-2) enables you to create and save a project. Selecting “Save”
displays the Save As Screen (Figure 3-5) where a new project file is created and saved. Selecting
“Open” displays the Open Screen (Figure 3-4) where the user can select a previously saved

3-1
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project to open. The “Exit PatentIn” selection closes the application. Menu items that require a
project to be opened, or an output file to be present, are grayed out until those conditions are met.

The Project Menu selections are shown in Figure 3-2. The user will see a list of selectable Menu
Items under the Project menu and the active project name on the upper left-hand corner of the
screen. In this case, Untitled is shown as no project has yet been opened or saved.

s Untitled.prj - Patentin
mg-= Edit View Application Steps Help

Mew Cirl+M ki Ind Org Fub Feo Fen
Open... Ctrl+0

Sequence Tupe:

Save Cirl+5
Save As...

View Print Work In Progress
YiewBrint Sequence Listing
YiewBrint Errar REpor:

Rename Sequence Standard.. | [Eustam...

1 Mew Demao.prj e, o g i :
3 demo L pr =l | [T Skipthis sequence [ Check for missing features

3 demo2.prj
4 demo3.prj

Exit PatentIn

|

HBestare

d

Heorder

glterseqliype
Curzor Pozition: String Lenagth: ] Line Mumber;

Walidate | Save Project | Help | Reload 5aved Project |

Mate: [berms marked with * are required fields.

[ hom [ g

Figure 3-2: Project Menu

3.3 Creating and Saving a New Project

To create and save a new project, begin building the new file upon opening the main screen,
Sequence Screen, or perform the following steps:

1. Select New from the Project Menu. This clears the all of the current project information.
Select Save from the Project Menu. The Save As Screen (Figure 3-3) appears.

Enter the new file name into the File Name dialog box in a desired folder.

Click on Save to create the new file.

The name for the new project will be displayed on the upper left-hand corner of the screen.

S R
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Save in; |1j Patentin j 4 |=j( -

. demol.prj
L& demo2.pri
My Recent dema3.prj
Documents explest.pri

Desktop

o

My Documents
My Computer
My Network  File name: |New Mame.pr j Save I

Flaces
Save as fype: |F‘atent|n Project Files (™ pr) ;I Cancel |

Figure 3-3: Save As Screen

Note: Both Save and Save As save only the project (*.prj) file. The generated listing is saved as

3.4

a text file when the project is generated.

Opening a Project

To open an existing project:

1.

2.
3.
4

Select Open from the Project menu. The Open Screen (Figure 3-4) appears.
Open the directory where the file is located.
Double-click on the file name to open the file.

You are returned to the main screen. The name of the opened project is displayed in the
upper left-hand corner of the PatentIn screen, indicating the project is active.
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Open Patentin Project

Look in: I_JF'atentIn j = Ifi( *

My Recent demo3.prj
Documents explest.pri

My hie‘twurk File name: Idemuﬂ o j Open
=

Places
Cancel |

Files of type: IF‘n:ujects [ pri)

Figure 3-4: Open Screen

Special Note for users with very large sequences or large numbers of sequences: It takes some
time for a large project to clear from memory. This is especially noticed when immediately
reopening the project.

3.5 Saving a Project
To save a project:

When a project is saved for the first time, the user is automatically prompted to enter a file name.

1. Select Save from the Project menu. The Save As Screen(Figure 3-5) will appear if the
project has not previously been named. Otherwise, the project will be saved as the previously
opened or created name.

Select the directory where you want to save the file.
Type the new file name in the File Name dialog box.
Click on the Save button to save the project with the new file name.

o A~ WD

Patentln returns you to the main screen. The new name is displayed in the upper left-hand
corner of the screen, indicating that the project is active.

To save under a different file name:

1. Select Save As from the Project menu. The Save As Screen (Figure 3-5) will appear.
2. Select the directory where you want to save the file.

3-4
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3. Type the new file name in the File Name dialog box.
4. Click on the Save button to save the project with the new file name.

5. Patentin returns you to the main screen. The new name is displayed in the upper left-hand
corner of the screen, indicating that the project is active.

Save in; I;"} Patentin j = |‘j‘5 v
L i demal.prj
dema2.prj
My Recent dema3.pri
Documerts explest.prj
Mew Demo.prj
Desktop
My Documents
8
Ny Computer
My Metwork  File pame: |Ne-.'.' Mame] Save

Flaces

Ll L«

[ e |
Cancel |

Save a5 type: |F‘atentln Project Files {"prj)

Figure 3-5: Save As Screen

3.6 Viewing a Work File

The user can view the current work in progress by creating a work file. This work file provides a
vehicle for the user to view the data for the entire project in a single place instead of reviewing
each individual screen. Use caution not to confuse the work file with the sequence listing.

To see the work file:

From the Project Menu, select View/Print Work In Progress.

3-5
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3.7 Viewing Work in Progress

PatentIn provides the user with an on-screen display of the Patent Application with the, as shown
in Figure 3-6. The name of the work file is the name of the current PatentIn project followed by
“ WorkFile.txt.”

& New Demo_WorkFile.txt - Notepad :”E”Z|
File Edit Format Yiew Help

bpplication Project

<120= Title : Demo Invention

<130= AppFileReference : Demo Reference Number
<140> CurrentAppNumber : US 07,308

<141> CurrentFilingDate : 2000-03-08

Sequence

<213= OrganismName : Homo sapiens
<400= PreSequencestring :
abcabcab
<212= Type : DNA
<211> Length : &
SequenceName : Demo Sequence
Ssequencebescription :

Sequence: Demo Sequence:

<301= Authors : Arthur Miller

<302> Title : Demo Title

<306» PagerRange : 3

<307> Date : 2000-08-12

<308> DBACCessionNumber : abc

<309= DEEntryDate : 1999-12-12

<313> From : 1
313> To @ 3

Figure 3-6: View Work in Progress Window
To view the current patent application:

From the Project menu, select View/Print Work In Progress.
To print the report, click on File then Print.
To exit the screen, click on File then Exit.

w NP

3.8 View a Sequence Listing

PatentIn provides the user with an on-screen view of the Sequence Listing with the, as shown in
Figure 3-7. The name of the generated listing is the name of the current PatentIn project
followed by “ ST25.txt.”
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B New Demo_ST25.txt - Notepad ._ E| E'
File Edit Format Wiew Help
| SEQUENCE LISTING

<110> Demo Organization
<120> Demo Invention
<130> Demo Reference Number

<140> U5 07 /308
<141= 2000-03-08

<1a0= 1
<170> PatentIn version 3.4

<210= 1

<211>= 8

<212=> DNA

<213> Homo sapiens

<300

<301> Arthur Miller
<302> Demo Title
306> 3

<307> Z2000-08-12
<308> abc

<309>= 1999-12-12
<313=  (1)..(3)

<400= 1
abcabcab

Figure 3-7: View Sequence Listing Window
To view the sequence listing:

1. From the Project menu, select View/Print Sequence Listing.
2. To print the report, click on File then Print.

3. To exit the screen, click on File then Exit.

Note: The sequence must first be generated.
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3.9 Viewing Error Reports

Patentln provides the user with an on-screen Error Report with the Figure 3-8, if one exists, for
the opened project. The name of the error log file is the name of the current PatentIn project
followed by “_ErrorLog.txt.”

! New Name_FrrorLog.txt - Notepad

File Edit Format Wew Help

Sequence: Demo Sequence 1: Organism Name is required.

Figure 3-8: View Error Report Window
To view an error report:

1. From the Project menu, select View/Print Error Report.
2. To print the error report, click on the File then Print.
3. To exit the screen, click on File then Exit.

3.10 Rename Sequence

A new feature of Patentln is the ability to change the name of a sequence, as shown in Figure
3-9.

Patentin: Enter new sequence name E'

] Cancel

Figure 3-9: Rename Sequence Screen

1. To open the Rename Sequence screen, click on the Sequence Name.
2. From the Project Menu,select Rename Sequence.
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3. Type the new sequence name in the Rename Sequence dialog box.
4. Click on the OK button.

3.11 Exit Patentln

If the project does not have a current save, the user will be queried with the about whether the
project should be saved, as shown in Figure 3-10.

L] E Save changes to Mew Mame.pri?
*

Mo | Cancel |

Figure 3-10: Exit Patentln Screen

3.12 How to Use Online Help

Online help is available for most of the Patentin screens. Figure 3-11, presents a typical help
screen retrieved by pressing F1 or the help button. This example is the help screen access from
the Sequence Screen. To exit the Help screen, click on the OK button to close caption.

Patentin: HELP X

A project must have at least one genefic sequence, but it may hold any number. ~
® To add a new sequence, press the Add button on the left-hand side. You can then type
the sequence data directly, or copy and paste the sequence data from another file.
® Toadd a sequence by importing sequence(s) from file(s), or from other Patentln
projects, press Import.
To remove an existing sequence press Delete.
To Undo the deletion of the sequence(s) press Restore.
Press Beorder if vou wish to change the order of the sequences in vour application.
Press Alter Seq Type button if vou wish to change an existing non-protein sequence

type to any of the other non-protein sequence type. The content of the sequence will not -
be changed.

The Clear button clears the sequence data for the selected sequence.

The Validate button validates the sequence, and formats the sequence data into blocks
of 10 characters with a manning total at the end of each line.

An organism name is mandatory. You may:
& Enter an organism name directly,

or

¢ Choose an organism name from the pick list of standard names by pressing Standard,
or

¢ Define vour own orgarism name by pressing Custom. This will present a screen

which enables vou to add, edit and delete user-defined organisms. You can use the w

Figure 3-11: Help Screen
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3.13 Message Dialog

The Figure 3-12 is a screen that appears if one of the action buttons (Add, for example, described
in Section 4, Project, and Applicant Data) is pressed and an entry has not been made to the input
area of the screen.

Patentin E|

@ Sequence MName can not be blank,

Figure 3-12: Message Dialog Screen
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Section 4 Project and Application Data

Once the Sequence Listing data file has been created, the user can add information to the
application.

4.1  Application Steps Menu

The Application Steps Menu (Figure 4-1) selections are available when a project is started. The
project name is visible at the upper left corner of the screen. In this example the user has opened
an existing project called New Name.

e.p '3
Project Edit View el Help

(== Project Data 3
Prior Application Information

Sequence Name: De applicant Data » Seiuence Tiie: DNA

Define Custom Codons

Clear | Feature Data
artificial SequenceUnknawn Samment
Publication Data r
Generate Sequence Listin
* Drganizmm: Im - . - Standard. . I Cuzkam. .
Search oy bo Dist: - -
baszesz/proteing =1 [ Skipthis sequence | Check for missing features
£ud Ezzzzzzzz= =bbbbbbbbb b 21
Impart |
Delete |
Reztore |
R eorder |
AlterSeqlvpe
Curzor Pozition: 1 Shing Length: 21 Line Mumber: 1

Yalidate | Save Project | Help | Feload 5aved Project |

Mate: Iterns marked with * are required fieldz.

[ [~z

Figure 4-1: Application Steps Menu

4.2  Project Data

The Project Data Screen (Figure 4-2) provides the user with input fields to establish the
identifying information for the new invention. This information is the key that establishes the
title of the invention and the filing date.

Note: The mandatory information fields (Title of Invention and Application File Reference) are
in red and marked with asterisks.

4-1
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Patentin: Project Data - New Name.prj

Mate: [terns marked with * are required figldz.

* Title OF Invention: IDemn Title

Current Application Mumber: I
[US 0F+333,333 or PCTAUS 36./333353)

Current Filing O ate; |__ __
[ -bAbd-D D]

* Application File Reference: IDemc. Reference Mumber

Walidate | Save Project | ok I LCancel Help

Figure 4-2: Project Data Screen
To enter project data:

1. Enter the Title Of Invention. This information is mandatory.

2. Enter the Current Application Number, if one exists. If an application is entered, the
current filing date becomes mandatory.

Enter the Current Filing Date. The date format is numeric: YYYY-MM-DD.
Enter the Application File Reference. This information is mandatory.

To validate the information entered, click on Validate.

To save the information, click on the Save Project button.

o U~ w

4.3  Prior Application Information

Entering information about prior applications is optional since such information is available to
the examiner elsewhere in the application file wrapper. Any number of prior applications may be
included on the Prior Application Information Screen (Figure 4-3). They will be displayed in the
table in the order entered and may be selected for editing or deleting.
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Patentin: Prior Application Information - New Name. prj

— Edit Prior Application
Frior &pplication Number: ||_|5 07/789.124
U5 07#3939,993 or PCT 4 LIS9E/93339)

Prior Application Filing D ate: IEDDD-04-1 0

Clear [ r-htd-D D
Prior &pplication List: [ ltem | Application Mumber Filing Date I
11U 07/789.124 2000-04-10

|nzert |
_Beplce |

Beplace

Delete |

Walidate | Save F'ru:uieu:tl | ok I LCancel Help

Figure 4-3: Prior Application Information Screen

To enter information about a prior application:

1.

8.

9.

Enter the Prior Application Number. If a prior application number is entered then the prior
application date becomes mandatory.

Enter the Prior Application Filing Date. The date format is numeric: YYYY-MM-DD.
To clear the information in the Edit Prior Application area, click on Clear.

To insert the information to the list, select the item you want the information to follow, enter
the Prior Application Number and the Prior Application Filing Date, and then click on
the Insert button.

To replace an entry from the list, select the item, enter the Prior Application Number and
the Prior Application Filing Date, then click Replace.

To delete an entry from the list, select the item from the list, and then click on the Delete
button.

To validate the information entered, click on Validate. Data entered in the table (Insert) is
then validated. Information in the edit area, that has not yet been inserted, is not validated.

To save the information, click on the Save Project button.
To validate and close, click on the OK button.

Note: When OK is clicked, the data in the edit field(s) will be inserted into the list when they are
different from the selected row.
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4.4  Applicant Data

The Application Data Screen (Figure 4-4) allows the user to input information for an Individual
or Organizational applicant. Select Applicant Data from the Application Steps menu, then select
either Individual or Organization from the next menu. If Individual is selected, the Individual
Applicants Screen (Figure 4-5) will appear. If Organization is selected, the Organization
Applicants Screen (Figure 4-6) will appear.

: AME. [ Date m
Project Edit View [ENasletils Help
= = S Project Data 1

Prior Application Information

Seguence Mame: De Applicant Data b T ' Seiuence Tiie: Dt
Organization
Define Custom Codons | =-

Clear | Feature Data
artificial Sequence Unknown Sommemnt
Publication Data k
Generate Seguence Listin
* Organizm: E = d ° Standard...l Cusztan...
& parch Zopy b sk - »
bazes/proteins: E [~ Skip thiz zequence | Check for missing features
fudd | |ezzzzz2zz22 =kbbbbEbED b 21
Irnpart |
Delete |
Restore |
Reorder |
AlterSeql ype
Curzor Pozition: 1  String Length: | Line Mumber: 1

Walidate | Sawve Project | Help | Reload Saved Project |

Moate: [bermz marked with * are required fields.

I

Figure 4-4: Application Data Screen

4.4.1 Individual Applicants

The Individual Applicants Screen (Figure 4-5) allows the user to enter information about an
individual applicant. Only the name(s) of the applicant(s) will appear on the sequence listing, the
spaces for the other information are for the user’s convenience.

Note: The field names in red and marked with asterisks (Last Name and First Name) are
mandatory information.

4-4



UM for Patentln 3.5.1 Document Version - 2.7
CSCS-07-61 November 15, 2010

Patentin: Individual Applicants - New Name.prj

— Edit Individual Applicant
Mote: ltems marked with * are reguired fields.
* Firgt Mame: || S uiffi: I
*Last Name: | Middle Initial: |
Street &ddress: I
Clear | City: I State & Province: I
Countr: I £ip Code; I
Photie Mumnber: I Fax Murnber: I
Electronic b ail Addrezs: I
Applicant List: | [tem | Individual MName FPhone Number

Inzert

Beplace

4

Delete

" alidate Sawve Project | k. I Cancel Help

Figure 4-5: Individual Applicants Screen
To enter information about an individual applicant:

From the Application Steps menu, Select Applicant Data, then Select Individual.
Enter the User’s Last Name (surname).

Enter any Suffix the user has on his/her name (e.qg., Jr., I11).

Enter the User’s First Name.

Enter the User’s Middle Initial.

Enter the User’s Street Address, City, State/Province, Country, Zip/Postal Code, Phone
Number, Fax Number, and Electronic Mail Address.

To clear the information about the Individual Applicant, click on Clear.

8. To insert the information to the list, select the item you want the information to follow, enter
the Edit Individual Applicant information, and then click on the Insert button.

9. To replace an entry from the list, select the item, enter the Edit Individual Applicant
information, and then click Replace.

10. To delete an entry from the list, select the item from the list, and then click on the Delete

button.

o bk PR

~
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11. To validate the information entered, click on VValidate. Data entered in the table (Insert) is
then validated. Information in the edit area, that has not yet been inserted, is not validated.

12. To validate and close, click on the OK button.
13. To add another applicant to the list, repeat Steps 2-12.

Note: The phone number, fax number, and zip code are no longer validated. Also when OK is
clicked, the data in the edit field(s) will be inserted into the list when they are different from the
selected row.

4.4.2 Organization Applicants

The Organization Applicants Screen (Figure 4-6) allows the user to enter information about an
organization applicant. As with individual applicants, only the name of the organization appears
on the sequence listing and the spaces for the other information are for the user’s convenience.

Note: The field name in red and marked with asterisk (Organization) is mandatory information.

Patentln: Organization Applicants - New Name.prj

— Edit Organization &pplicant
Mate: Items marked with * are required figlds.

* Organization: ||

Shreet Address: I
Clear I City: I State / Province: I
Country: | Zip Code: |
Phate Mumber: | Far Murber: |

Electronic Mail Addrezs: I

&pplicant List: Fhone Mumber

[tem| Organization MName

Ingert

s

Beplace

Delete | <1 (|

Walidate | Save F'ru:niecll Ok I LCancel | Help

|

Figure 4-6: Organization Applicants Screen
To enter information about an Organization Applicant:

1. From the Applicant Steps menu, Select Applicant Data, then Select Organization.
2. Enter the Organization’s Name.

3. Enter the Organization’s Street Address, City, State/Province, Country, Zip/Postal Code,
Phone Number, Fax Number, and Electronic Mail Address.
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4.

9.

To clear the information about the Edit Organization Applicant portion of the screen, click on
Clear.

To insert the information in the list, select the item you want the information to follow, enter
the Edit Organization Applicant information, and then click on the Insert button.

To replace an entry from the list, select the item, enter the Edit Organization Applicant
information, and then click Replace.

To delete an entry from the list, select the item from the list, and then click on the Delete
button.

To validate the information entered, click on Validate. Data entered in the table (Insert) is
then validated. Information in the edit area, that has not yet been inserted, is not validated.

Repeat steps 2 through 8 until all applicant information has been included.

10. To validate and close, click on the OK button.

Note: The phone number, fax number, and zip code are no longer validated. Also when OK is
clicked, the data in the edit field(s) will be inserted into the list when they are different from the
selected row.
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Section 5 Sequence Data

5.1 Sequence

The Sequence Screen (Figure 5-1) is where you create and modify sequences. You can create
and edit custom codons and custom organism names from this screen. It also provides a search
function where a genetic sequence may be entered and searched for in the files for this project.
The user will access this screen immediately after Patentln is started.

= New Name.prj - Patentin E||E|g|
Project Edit Wiew Application Steps  Help

DEE| % B R % | Py Peilnd Ora Pub Fen Gen

Seguence Mame: Demo Sequence Seguence Type: DRA

Demo Sequence

Clear

!

* Qrganizm: IHu:umu:u zapiens Standard... | Cusztar...
Search
bazes/proteins: I E':'l [ Skip thiz sequence [~ Check for mizzing features
Add ==zzzzzzzz bbbbbbbbbb z0

Irnpaork
Delete

Restare

i

Reorder

AlterSeqType
Curzor Pozition: 21 Sting Length: 20 Line Mumber; 1

Walidate | Save Project | Help | Feload Saved Project |

Mate: [temz marked with * are required figlds.

[z

Figure 5-1: Sequence Screen
Note: To begin entering a new sequence you must first have a sequence name. See Section 5.2.
To select a sequence for editing:
1. Select a sequence name from the list of sequences.
The following sequence characteristics are displayed:

e Cursor Position - Shows the current cursor position. This field is blank when there is no
sequence.

e String Length - Shows the length of the sequence string on the line.

e Line Number- Indicates the line number of the cursor position relative to the beginning of
the string.
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5.1.1 Selecting a Standard Organism

Figure 5-2 enables the user to select an organism name from common organisms. Included in its

capabilities is an attempt to match on partially input names.

To select an organism name:

4.

5.1.2 Creating Default Explanations for "n”s and "Xaa”s

Patent In: Organism Selection

Pleaze type in the firgt few letters of the name pou are looking for:

]|

Crganizms:

[ &pply to all Sequences in the Project

Abedus herberti

Abiez alba

Abiez grandis

Ahbies laziocarpa
Ahies magnifica
Abiez pinzapo
Ahiotrophia adiacens
Ahbiotrophia defectiva
Ablabesrmyia rhamphe
Abobra tenwifolia
Aborophila torgueola
Abracriz flavolineata
Abralia rigonure
Abramiz brama
Abrophwliurm orhans
Abrus precatorius
Abzidia copmbifera
Abzidia glauca

Abaidi— e -

2 Ambyztoma laterale = Ambyztoma jeffersonianum
2 Ambyztoma laterale w Ambystoma texanum

Abelzon munne leukemia vz

Cancel

e

Click on the Standard button (Sequence Screen).
Begin entering characters for the organism you are looking for.

Click on the Apply to all Sequences in the Project checkbox to enable/disable assigning
this organism name to all sequences currently in the project.

Click on the OK button to enter the selected organism name.
Note: The Organism in red and marked with asterisks is mandatory information.

Figure 5-2: Selecting an Organism Screen

Patentln 3.5.1 can create default explanations for the entries "n™ and "Xaa" in the sequence
listing that have no user-supplied explanations. The default explanations take the form of
misc_features containing the location of the variable characters, and the message, "nis a, c, g, or
t" for nucleic acid sequence or "Xaa can be any naturally occurring amino acid" for protein
sequences. The Check for missing features box on the Sequence Screen can be used to turn this
feature on or off. Users may wish to check the box and press Validate to see if there are any
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variable characters not defined by a misc_feature. If the box is unchecked, Patentin 3.5.1 will
create any missing misc_features. Users may create selected definitions by hand and PatentIn
3.5.1 will provide the remaining ones.

5.1.3 Searching for a Sequence
To search for a specific sequence:

1. Enter a particular substring (a feature, for example) in the Search bases/proteins edit field
(Figure 5-1).

2. Click on the Go button. The cursor will move to the first instance of that sub-sequence
beginning with its current position.

Note: Each search is limited or truncated to 60 characters.

5.1.4 Clearing the Screen

1. Toclear all of the screen about a specific selected sequence, click on the Clear button, as
shown in Figure 5-1.

5.2 Adding a Sequence

The Add button on the Sequence Screen provides a means to enter a sequence name and to select
a sequence type from a list of radio buttons (Figure 5-3).

Add a Sequence E]

Pleaze enter a sequence name:

— Please zelect a sequence type
&+ DNA
" RN&
" DA /RHA

" Proteini

ak. I Cancel |

Figure 5-3: Add a Sequence Screen
To add a sequence:

1. From the Sequence Screen, select the Add button. Figure 5-3 is displayed.
2. Enter the sequence name into the dialog box.
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3. Select the sequence type by clicking on the radio button next to the appropriate sequence
type.
4. Click OK.

You can now enter sequence strings in the edit field at the bottom of the screen. If you are using
Windows XP or Windows Vista, the upper limit is over 12 million sequence characters.

You can work around these limitations by using import files, rather than the Sequence Editor, to
create and edit sequences.

5.3 Importing a Sequence

The Import button on the Sequence Screen provides a means to import sequences from a file, a
project or a Patentln generated ST.25 sequence Listing file by selecting one of the radio buttons
in Figure 5-4.

Patentin: Import Sequence(s) g|

— Import Sequence(z]:

Browsze

i~ From Project:
| Brawse

" From Patentln Generated 5T.25 Sequence Listing File:

5.

| Brawze

| oo |

[w Character Filter On

Figure 5-4: Import Sequence(s) Screen

1. To import sequences from a non ST.25 text file, click on the Import button on the Sequence
Screen, and then click on the From File radio button (See section 5.3.1).

2. To import sequences from another project, click on the Import button on the Sequence
Screen, and then click on the From Project radio button (See section 5.3.3).

3. To import sequences from Patentln generated ST.25 sequence listing file, click on the
Import button on the Sequence Screen, and then click on the From Patentin Generated
ST.25 Sequence Listing File radio button (See section 5.3.4).

4. A Browse button is provided for each radio button to assist the user in providing the file
folder and file name and formatting the input for multiple file selections. Folder and file
names with imbedded spaces are accepted.

5. The Character Filter On checkbox can be used in conjunction with the first radio button:
“From File:”. The default state for this box is checked, turning on the function. Deselecting
this box will allow only files that contain no extraneous errors to be imported. Leaving the
box checked will still give the user a list of characters found to be in error, but the valid
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characters will be imported and placed in the project. Because Patentin 3.5.1 allows multiple
sequences in a single file and thus uses the “<” characters for its header, this character will be
understood to be a valid character, which will most likely cause a “missing header” error
message and thus cannot be removed as an extraneous character when importing sequences
from a non ST.25 text file. For best results it is recommended that, the non ST.25 sequence
files contain only the sequence with spaces and numbering, and that any title or other text is
deleted prior to importing. For example, if the title of the sequence is Genomic

Deoxyribonucleic Acid (DNA), PatentIn 3.5.1 would filter out the characters "e,

and so the first seven characters of your sequence would be “gnmcdna.”
Note: For the Protein/3 selection, the data must be imported from a text file that contains only
amino acid abbreviated names as shown in Appendix C: Conversion Table Between
Nucleotide Triplets (Codons) And One- And Three-Letter Amino Acid Codes, PRT/3
Column. The PRT/3 strings are converted to PRT/1 characters for subsequent use in the

Sequence Editor. A Protein/3 file without a header can also be imported.

0Il and |lill

5.3.1 Format for Multi-Sequence Data Files (Non-ST.25 Sequence Listing File) to

be Imported by Patentin 3.5.1

A sequence file is an ASCII text file containing one or more sequences. Each multi-sequence
data file must begin with a header having the following format described in section 5.3.1.1. The
header must be the first non-blank text on its line.

5.3.1.1 Sequence Header

The entire header must be on a single line (Table 5-1).

<SequenceName;SequenceType;OrganismName>

Table 5-1: Header for Sequence

Sequence Name

The Name of the Sequence

SequenceType

One of the following:

DNA

RNA
DNA/RNA
Protein/1
PRT
PRT/1
PRT1
Protein/3
PRT/3
PRT3

OrganismName

The name of the organism is optional. Ifitis
omitted, the header looks like:
<SequenceName;SequenceType;>

Note: Notice that there are semi-colon separators. They are always required.
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5.3.1.2 Sequence Data

The sequence data begin on the line following the header. The sequence data are a string of
letters appropriate to the sequence type. The sequence data may span multiple lines. Sequence
data may not contain spaces. A space signifies the end of the sequence data.

The sequence data are terminated by one or more spaces, or by the start of the next header. There
may be one or more empty lines between the end of a sequence and the start of the next.

A two-sequence file might look like this Sample ASCII Sequence Data in Figure 5-5.

< First Sequence;DNA;Abies alba>
ttttcttattgtttctectactgcttatcataatgattgtcgtagtggecttecctcategt
ctcccccaccgcecctaccacaacgactgccgcagcggattactaatagtatcaccaacagc
ataacaaaaagaatgacgaagagggttgctgatggtgtcgccgacggcgtagcagaagga
gtggcggagggg

< Second Sequence;RNA; >
uuuucuuauuguuucuccuacugcuuaucauaaugauugucguaguggcuuccucaucgu
cucccccaccgecuaccacaacgacugccgcagcggauuacuaauaguaucaccaacagce
auaacaaaaagaaugacgaagaggguugcugauggugucgccgacggcguagcagaagga
guggcggagggg

Figure 5-5: Sample ASCII Sequence Data

5.3.2 Format for Single Sequence Data Files to be Imported by Patentin 3.5.1

A sequence file is an ASCII text file containing one or more sequences. A single sequence data
file does not require a Sequence Header. If the header is missing, the user is queried for the
sequence type in Figure 5-6 and the file is assumed a single sequence data file.

Sequence Type Selection EJ

—Select zequence type;
i DA

RN

DM /B

" Protein 1
" Protein 3

Cancel |

Figure 5-6: Sequence Type Selection Screen

While the import feature is running, a screen displays the total number of sequences that have
thus far been analyzed. Figure 5-7 shows that a multi-sequence file named SEQ210000.txt has
analyzed 696 sequences at the time this screen was captured.
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Importing from file: Seq10000. txt

Sequences Analyzed: B96

Cancel

Figure 5-7: Sequences Being Imported Screen

A Validation Errors screen is displayed if validation errors occur. In the next example (Figure
5-8), “e” is an invalid character for Sequence 1 of type DNA and Sequence 2 contains an invalid
sequence type.

M Validation Errors E@@

Error Mezsage(s):

Sequence 'Sequence 1': Invalid character ‘e
[nvalid sequence bype in sequence 'Sequence 2

Figure 5-8: Validation Errors Screen

5.3.3 Importing Sequences from a Project
PatentlIn provides a mechanism to import sequences from a Patentin 3.5.1 project (Figure 5-4).

1. To use a sequence from a project file, click on the Import button on the sequence screen
(Figure 5-1) then click on the From Project radio button.
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2. The Browse button is provided to assist the user in providing the file folder and file name.
3. When a project has been selected, a list of sequences in the project is displayed.

4. Click on the sequence(s) to be imported.

Note: By holding the Ctrl key down multiple sequences may be selected.

5. Or select the Select All button to select all of the sequences (Figure 5-9).

Select Sequences to Import g|

Seql 0000 bt - DnaSeql
Seql0000.tt - DnaSeql
Seql0000.tst - DnaSeq2
Seql0000.tt - DnaSeqa
Seql0000.tt - DnaSeqd
Seql0000.tt - DnaSegh
Seql0000.tt - DnaSeqb
Seql0000.tst - DnaSeq?
Seql0000.tst - DnaSeql
Seql0000.tst - DnaSeqd
Seql0000.tt - DnaSeqlO
Seql0000.tt - DnaSeqll
Seq10000.tt - DnaSeql2
Seq10000.tt - DnaSeql3
Seq10000.tt - DnaSeqld
Seq10000.tt - DnaSeqglh
Seq10000.tt - DnaSeqlE
Seq10000.tt - DnaSeql?
Seq10000.tt - DnaSeqls
Seq10000.tt - DnaSeqls
Seq10000.tt - DnaSeg20
Seq10000.tt - DnaSeql
Seq10000.tt - DnaSeg2s
Seq10000.tst - DnaSega3
Seq10000.tst - DnaSeg2d
Seq10000.tst - DnaSeg2h
Seq10000.tst - DnaSeg2E
Seq10000.tst - DnaSega?
Seq10000.tst - DnaSeg2l bl

Select Al | Cancel |

Figure 5-9: Select Sequences From Project Screen

5.3.4 Importing Sequences from a Patentln Generated ST.25 Sequence Listing
File

PatentIn provides a mechanism to import sequence information from a Patentln generated ST.25

sequence listing file. A PatentIn generated ST.25 sequence listing file is a sequence listing file

generated by Patentln and is complied with ST.25. The name of the file is composed of the

PatentIn project name followed by “ ST25.txt”. An example of such a file would be

“PatentInProject_ST25.txt”.

1. To import a Patentln generated ST.25 sequence listing file, press the Import button on the
sequence screen (Figure 5-1) and then select the From Patentln Generated ST.25
Sequence Listing File radio button on the Import Sequence(s) screen (Figure 5-4).

2. Select a Patentln generated ST.25 sequence listing file that has “_ST25.txt” at the end of the
file name. The Browse button is provided to assist the user in selecting the file folder and
file name.
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3. Click on the Import button. Patentln will acknowledge the user with a message box (Figure
5-10) with “The sequence listing will be imported to a new PatentIn project” message.

Patentin §|

L] E The sequence listing will be imported to a new PatentIn project.
L

Figure 5-10: Import to New Project Message Dialog Screen

4. Press the OK button to close the message box. If the user has already a PatentIn project open
and the project has not been saved, PatentIn will display a dialog box (Figure 5-11) and ask
whether to save changes to the currently working project. Press the Yes button to save the
changes or the No button to discard the changes. To cancel the import process, select the

Cancel button.
Patentln g|

:{) Save changes to Untitled. pri?

Mo | Cancel |

Figure 5-11: Save Project Screen

5. Once the import process starts, the Parsing the Applicant Names screen (Figure 5-12) will
be displayed.
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Patentln: Parsing Applicant Names

—Parse Applicant Names
For each applicant name listed in the “Applicant Mame from the Imported File™ box, follow the steps below:

1. Identify the applicant type by selecting the Individual or Organization Applicant Mame radio button. Mames can be
modified in the name edit boxes,

Applicant Mame from the Importe