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DRy 7HEY A= a2—]%, Project, Application Setup, B LN Help TH 5, EV D
2OD Ry X A =a2—|XEdit & View TH Y. Microsoft (MS) Windows ®—i%
MR A =2 —Thbbd, 7uv=7 FDBBEIND L, 3OO KR Y X T A=a—D
W EZREIRTE 5, Patentln T, &EHEIFFIZ TUntitled) & WO ARTOZET B Y =7
FRERRSND, Project A ==a— (¥ 3-2) Z2iHT5&, BEF7 ey =7 FEB< 2
EMWTE S,
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3.2 Project Menu

Project A == — (X 3-2) Tit, 7B =7 MEERBLOMRIFETE %, [Save] %%
WRI2E, BT 7 FEAEREB LORTE T HSave Asilii (X 3-5) BRRIN
%, TOpen] #&RT 5L, UANRFENT RV 27 hEABRLTHLS 2R T
x % Openififi (X 3-4) NFEFEESN5, [ExitPatentin) Z3EIRT DL, 77U r— s
NI TT A, el NERYERNHAA=2—H, £IXHOT7 A VER
TUHERDD A= a—HBE, ZROOEMERMEINIETTL—T 7 ban5,

Project A = = —DIRIRIAH 1L, X 3-2 17 END, Project A = = — D FITIRIRATEE R A
—a—HHAMNERSN, WAEOE LT 77477 ay ey MaREREND, =
DA, FE70 V2l FEWTRPSTZVREFEL TR 2720 LTWNDH72D,
Untitled & #rE LTV 5,

b Untitled.prj - Patentin
mg-= Edit View Application Steps Help

Mew Cirl+M ki Ind Org Fub Feo Fen
Open... Ctrl+0

Sequence Tupe:

Save Cirl+5
Save As...

View Print Work In Progress
YiewBrint Sequence Listing
YiewBrint Errar REpor:

Rename Sequence Standard.. | [Eustam...

1 Mew Demao.prj e, o g i :
3 demo L pr =l | [T Skipthis sequence [ Check for missing features

3 demo2.prj
4 demo3.prj

Exit PatentIn

HBestare

i

Heorder

glterseqliype
Curzor Pozition: String Lenagth: ] Line Mumber;

Walidate | Save Project | Help | Reload 5aved Project |

Mate: [berms marked with * are required fields.

[ hom [ g

[X] 3-2 : Project A == —

33 FHEISuT = FOERB LUORE

FHR7Te Yl FEERB IORET DI2IE. A A T & 2 BRlA 23 B O 72 7%
(CHTHR T 7 A AR 2, DEY ., ROFNAELFATT 2,
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1.

o kM D

Project A == —7/5 New Z &R 5, ZOBFEIZLY, BUUEOT v =7 MERD
TXTI7IUTEIND,

Project # = = —7» 5 Save & #4195, Save AsiEiim (X 3-3) BERIND,
FTED 7 +/VZND File Name ¥ A4 7 a7 Ry 7 A, FHL7 7 ANV EANT 5,
Save #7 Vw7 LT, FH7 7 A NVENERT 5,

FH Ty =7 NOARIDNEROLE EBIZER RS ND,

Save As @E'
Savein: |:} Patentin j 4m i EEE
- . demol.prj
: demo2.prj
My Recent demo3.prj
Documents explest, pri
Deskiop
My Documents
My Computer
My Netwark Filz name: INew Mame pr| j Save I
Places
Save as fype: |F‘atent|n Project Files {*pr) ﬂ Cancel |

X 3-3 : Save As [HmH

HEL : Save b Save As b7 r Y= N7y AL (*prj) EFERGATS, IrY= s b

3.4

PERRESND &, ERESNTZEANTHFA N7 7 A0 E LTIRESIND,
uvx7 ML

BFEOTuy = M HiE

A own e

Project £ == —»>5 Open Zi®R3 %, Open i (X 3-4) NFRIND,
TrANDBDDLT 4 V7 MY R,
TrANKEE TN Y v LT, TrA &R,

AAVEEIZRD, BN a7 D4R Patentln Hf DL I F R S
. ZDOTaT ) "R T I T 47 THDHIEDNRIND,
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Open Patentin Project

Look: in: Ilﬁl:'atentln j = ¥ B

My Recent demo3.prj
Documents explest.pri

My Documents
I'Hh.r.Cumerter

-

My hie‘twurk File name: Idemuﬂ o j Open
=

Places
Cancel |

Files of type: IF‘n:ujects [ pri)

3-4 : Open H[H

HFNTRE IRBSNCL DB 2 LT 5356 DREBIERE : AU b RERT Y
=7 FE7 VT HIE. ZLOORRBRND, ZHIERIC, Trd e FEECIZH
SEILGAICEET S 2 L,

3.5

uxy NORE

IuYxs FNOREFEFE
Tuvxl bEGIOTRET D56, 7 7 A VAD AN Eles b,

1.

o M w0

Project X == —/5 Save ZiRINT 5, 7'm =7 MIELELARIBOD TV RN
£, Save As i (X 3-5) NEREIND, LHINFTWVWTWDIEHS, Yav=7 M
PIATZB W2, E2 3Bk SN 74T TRAE SN D,

T ANERGETDT 4 L7 N ZBIRNT D,
FileName # A4 7 a /R 7 A7 7 A NG EANTIT 5,
Save RZ L ZH 7 U v r4nE, 70l MRFLWT 7 A VL TIRIESND,

Patentin ® A A VHEIEIZ R D, H LWABIDNEEOLE EBICE RSN, 207 ey
=7 N T VT 4T THHIEVRRIND,

BRBT7 7 A NVGHTREFET D
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Project # = = —7> b Save AsZ iR 9%, Save Asjiifii ([X] 3-5) NFE RSN D,
T ANERGFET DT 4 L7 N ZEIRT 5,

File Name X A 7 a ViR >y 7 A7 7 A W& ANT1T 5,

Save "Z &7 U w7 3hHE, 7all ERHFLWT 7 A4 VAL TIRIEES LD,

Patentin ® A A VEHIZERE 5D, AT LWARIDEEOL EBICE RIS, O ey
= " BT I T4 T THDHIENTREND,

ok~ 0D

Save As E“Zl
Save in: I:'} Patentin j & |-=_-=is: B~
B - demal.prj
3 dema2.prj
My Recent dema3.pri
L explest,pri
Mew Demo.prj
Desktop
My Documents
Ny Computer
My Metwork  File pame: INE'.\' Mame] j Save I
Flaces
Save as type: |F‘a’[entln Project Files (" pr) j Cancel |

X 3-5 : Save As [Eif

36 U—ITF7ANDER

U= 77 ANVENERT D Z L& » T, BEDIEEDERELFRTE D, OV —7
TrANEERT S L EROREZFRT L0 TIERS, ey MEEOT—4
HHE—DGFTIIRRTED, V=0 77 A NVERFIIRLZIRFEILRWE S ITHEET L2 &,

T—7 774 NVDORRFIE :
Project A == —2>5 ., View/Print Work In Progress % &R 5%,
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3.7 EITRUDORR

PatentinlZid, ¥ 3-6lZ RSN D & 9 e EHOR RHEm A HDH, V—7 774 )V
DA FNE. BAEOPatentin7 @ ¥ = 7 M2 [ WorkFile.txt] 73%:< .

' New Demo_WorkFile.txt - Notepad |Z| |E| E'
File Edit Format Yiew Help

lpplication Project

<1Z0= Title : Demo Inwvention

<130= AppFileReference : Demo Reference Number
<140> CurrentAppNumber : US 07,208

<141= CurrentFilingDate : 2000-03-08

Sequence

<213»> OrganismName : Homo sapiens
<400> Presequencestring :
abcabecab
<21Z= Type : DNA
<211= Length : 8
SequenceName : Demo Sequence
Sequencebescription =

Sequence: Demo Sequence:

<301>= Authors : Arthur Miller

<302= Title : Demo Title

<306=> PageRange : 3

<307> Date : Z000-08-12

<308> DBAccessionNumber : abc

<309= DBEntryDate : 1999-12-12

313> From : 1
313> To @ 3

3-6 : Work in Progress 7 4 v K7 DFR/R
BREORKIFHEEZ ZRT D HIE

1. Project A == —>5, View/Print Work In Progress % &R 5%,
2. LAR— MZEHIBIT 52X, File, PrintDJEIZZ UV v 735,
3. BHEZHT T DL, File, EXitDIFEICZ U v 735,

3.8 HEIIRDOER

PatentIniZiL, X 3-7IZ R &N D L 5 REHNERORRBEE N H 5, TER I NT=ROLAHIL,
BIfEDPatentin”’ 12 ¥ = 7 R4IC T_ST25.4xt) 3% <
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! New Demo_ST25.txt - Notepad ._| |E| [g|
File Edit Format Wiew Help
| SEQUENCE LISTING

<110>= Demo Organization
<120> Demo Invention
<130> Demo Reference Number

<140> U5 07 /308
<141> 2000-032-08

<1a60= 1
<170> PatentIn version 3.4

<210= 1

<211>= 8

<212=> DNA

<213> Homo sapiens

<300

<301> Arthur Miller
<302> Demo Title
306> 3

<3Z07> Z2000-08-12
<Z08> abc

<309 1999-12-12
<313=  (1)..(3]

<400= 1
abcabcab

[X] 3-7 : Sequence Listing 7 4 > RV DF/R
BLFIR DR FTIE

1. Project A == —>5 ., View/Print Sequence Listing %59 %,
2. LAR— b&EFIRIF 22iE, File, PrintDIEICZ VU v 735,

3. HEIZAE T I 2I2IE, File, EXitDIEIZZ U v 7T 5,

B ANCBLAN AR T D D B D,
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39 TIF—VAR—bFDOHRR

PatentiniZiZ, BRNTWH7 R Y =27 hOZT—LR—FRHL5E, K38DLX D 72T
F—LR— FOFRFEEN DD, TF—10 77 A LOLHNE, BAEOPatentin~ 1 ¥
=7 b T _ErrorLog.txt] 25¢ <,

! New Name_ErrorLog.txt - Notepad |Z| |E| [$__<|
File Edit Format Wiew Help

Sequence: Demo Sequence 1: Organism Name is required.

3-8 : Error Report 7 4 > KU DFEIR
TT7— VAR — NORRFHE :

1. Project # = =—7>%, View/Print Error Report % 4R35,
2. =7 —LR—hzEIRT 51ZiE, File, PrintDEIZZ UV v 755,
3. WEAMT I 212X, File, EXitDIEIZZ UV v 7325,

3.10 EFIDLAFIER
Patentin®FH%RE & L C., X 3-QIT/REND L ) REHI DA FIZZEE T HREREN D D,

Patentin: Enter new sequence name E'

k. Cancel |

[X] 3-9 : Rename Sequence &
1. Rename Sequence [#j1f % B < (21X, Sequence Name =7 U v 74 %,
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2. Project A == —» %, Rename Sequence % &N 35,

3. Rename Sequence % A 7 1@ Z'iR v 7 AZHHA OB & AT 5D,
4. OKARZ %7 U v 795,

3.11 Patentin®#&T

BUEOT RV x 7 MR LT RWES, K3-10REND L2, Fry =7 K
EWRGFT D0 E I RALND,

! "_q,‘ Save changes to Mew Mame. prj?

Mo | Cancel |

% 3-10 : Patentln #& T HE &

312 AU TFA U~V TDMERFIE

Patentin®IZ & A EOEE TAH Y T A v~ VT RFEATE 5, K 3-11%, FLE7-13~L
TIRE R L RIR SN DR LT HEE AR LTS, ZOBIE, BCA I E )
ORRTEDLVTHIETH D, HelpHEHZE T T HI121F, OKRZ %27 ) v o735
ERBISIRE L BN D,
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Patentin: HELP X
A project must have at least one genetic sequence, but it may hold any number. »

* Toadd anew sequence, press the Add button on the left-hand side. You can then type
the sequence data directly, or copy and paste the sequence data from another file.

* Toadd a sequence by importing sequence(s) from file(s), or from other Patentln

projects, press Import.

To remove an existing sequence press Delete.

To Undo the deletion of the sequence(s) press Restore.

Press Eeorder if vou wish to change the order of the sequences in vour application.

Press Alter Seq Type button if you wish to change an existing non-protein sequence

type to any of the other non-protein sequence type. The content of the sequence will not —

be changed.

The Clear button clears the sequence data for the selected sequetice.

The Validate button validates the sequence, and formats the sequence data into blocks

of 10 characters with a manning total at the end of each line.

An organism name is mandatory. You may:
¢ Enter an organism name directly,
or

*  Choose an organism name from the pick list of standard names by pressing Standard,
or
*  Define vour own organism name by pressing Custom. This will present a screen
which enables vou to add, edit and delete user-defined organisms. You can use the w

3-11 : Help HimE

3.13 Ave—UHATas

4 3-12i%, B O AN ANETICEERZ o Bl B7 v a4 THRAS
N5 Add, Project, 3 X OMApplicant Data) @9 H D 1 D& F L FRINLHHE TH 5,

Patentin ﬁ_(|

6 Seguence Mame can not be blank.

X 3-12: AvbE—UF A7 ulEE
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vrvarvas FuPel bVBIUOHET—%
B RT — % 7 7 A VAR T 5 &, HEEREICT — X #BIMTx 5%,

4.1 Application Steps X == —

TnuYxs MBI 5 L. Application Steps A = = — (X 4-1) OFRIAH M T
%, 7Ry ML, BEEOLE ERRICE RTINS, ROFITIL, New Name &\ 9 BE
GFoO7ay =7 FRAMPNLTVS,

a.p '3

i |
Project Edit View QEloellehly Help
(= = Eroject Data ]

Prior Application Information

Sequence Mame: De  apnjicont Data » Seiuence Tiie: DM
Define Custom Codons

Clear | Feature Data

artificial SequenceUnknawn Samment
Publication Data 3

Generate Sequence Listing

* Organizm: E

Search
bases/proteins: | [~ Skip thiz sequence || Check for missing features

£ud Ezzzzzzzzz zbbbbbbbbb b 21

Standard... I Cuztam...

Eopy b Diste

I mpaort
Delete

Reztore

dudd

R eorder

AlterSeqlvpe
Curzor Pozition: 1 Shing Length: 21 Line Mumber: 1

Yalidate | Save Project | Help | Feload 5aved Project |

Mate: Iterns marked with * are required fieldz.

[z

4-1 : Application Steps A = =—

4.2 rulxzy NF—X%
Project Datamij (1] 4-2) (Zi%, FHFEHOFBIEREZHET HATT T 4 —/b RBFR
SNB, ZOF—# k. BROLHSLOHER 28T 5% —Ch 5,

D - WA T «—/L K (Title of Invention 33 &2 TY Application File Reference) 1%, 7R
TRRINTTAZ Y AT BN TN 5D,
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Patentin: Project Data - New Name.prj

Mate: [terns marked with * are required figldz.

* Title OF Invention: IDemn Title

Current Application Mumber: I
[US 0F+333,333 or PCTAUS 36./333353)

Current Filing D ate: | - .
[y -kdbd-D 0

* Application File Reference: IDemc. Reference Mumber

Walidate | Save Project | ok I

LCancel Help

[X] 4-2 : Project Data [&j
vzl NT—FDANNFE:

1. Title Of Invention # A 135, ZDOTFT —XIIMHETH 5,

2. Current Application Number 25 & 2 %5513 AN J)9 %, Current Application Number %

ANF19 % & Current Filing Date 73 ZEIZ 72 5,

I O

4.3  Prior Application Information

Current Filing Date # A )9 %, HfHE, YYYY-MM-DD O % & 25fETH 5,
Application File Reference # AJ19 %, ZDOT7 —XIZMEATH 5,

AN LT —2 #H/IT 5%, Validate #7 U v 27 3%,

F— X AT HI2IE, Save Project RZ %27 ) v 745,

T — 21, W7 7 ANV T o =D THLREEMEATE 5720, TOANIT
EETH D, JeEDF =1L, Prior Application Informationf&jf (X 4-3) (A S T& 5,
SEREDFTEFIIAT] LIZNER CRITR S, BINL TREE - ITHIBRTZ 5,
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Patentin: Prior Application Information - New Name. prj

— Edit Prior Application
Frior &pplication Number: ||_|5 07/789.124
U5 07#3939,993 or PCT 4 LIS9E/93339)

Prior Application Filing D ate: IEDDD-04-1 0

Clear [ r-htd-D D
Prior &pplication List: [ ltem | Application Mumber Filing Date I
11U 07/789.124 2000-04-10

|nzert |
_Beplce |

Beplace
Delete |
Walidate | Save F'ru:uieu:tl | ok I LCancel | Help
4-3 : Prior Application Information &
SERRCBET 5T —Z DA FE
1. Prior Application Number % A 779 %, Prior Application Number 2 AJj9 % & Prior
Application Date 723 HZEIZ 72 5,
2. Prior Application Filing Date # A719 %, HfME. YYYY-MM-DD O % & 554
ETH D,
3. Edit Prior Application =V 7 D7 —4 %7 U 73 5IZi%, Clear 27 V v 795,

4. RIZT—FZHATHITIE, 7T —FZHATHHHEZEIR L, Prior Application

Number 35 & O Prior Application Filing Date = A /)%, Insert R ¥ %27 Y > 7
%o

FDOANNT— X & EHT 521X, Prior Application Number 3 X OY Prior Application
Filing Date 2 A /)%, Replace #7 V v 7 3%,

6. ENOHIEEZHIRT DI, ENOHIEHE ZEINE, Delete RZ %27 1V v 795,
7. NN UTEEREZENCT HICIE, Validate 27 UV v 745, D%, FICAT ((F

N) LT =2 NEMCR D, FFASHTWRWREZ Y 7OF — X TAER S
72N,

F— X BARAFET DI, Save Project RZ &7 U w75,
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9. ANZLTCHALDIZIE, OKARZ &7 U v 7T 5,

FE OKZ 7w rd5L, WET 4 —IVROT—ZNTIR U217 & B A881%.
FDOT—HENRITHAIND,

4.4  Applicant Data

Application Dataifim (X 4-4) #fEH 9% &, Individual (& A) = 7=i%O0rganizational

i) DOHFENDT — & % ANJ)T& %, Application Steps A = = —7> 5 Applicant Data
I L, RO A == —)bIndividual & 7= [ Z0rganization % %435, Individual % 8&4R
9% & . Individual ApplicantsifiE ([ 4-5) 23F&K R~ 34 5, OrganizationZ @35 & |
Organization Applicantsifi i (X] 4-6) 2R RIS 5D,

e.p bE
Project Edit View Rule=iis Help

= = S Project Data 1
Prior Application Information

Sequence Mame: De Applicant Data N ndividual ' Seiuence Tiie: DA,
Organization
Define Custom Codons | =g

Clear Feature Data

!

Artificial Sequence Unknown Comment

Publication Data »
* Organizm: IE e Standard... | Cusztanm...
Sparch Copy o Disk
bazes/proteins: ﬂ [ Skip thiz sequence [~ Check for mizzing features
Add | |ezzzzz2zz22 =bbbbbbbbb b 21

Irnpaort |

Delete |

Restore |

Feorder |
AlterSeqType

Curzor Pozition: 1  Strng Length: 21 Line Mumber: 1

Walidate | Save Project | Help | Reload Saved Project |

Maote; [temz marked with * are required fields.

I

4-4 : Application Data [H &

44.1 Individual Applicants

Individual Applicantsiiiai (¢ 4-5) Ti&, EAHBAICRET 27 =22 A T&E 5, B
FIRIZIZHBEAN DL T NRRIND, o7 —2 DAL, = —VF—0F|EHED
72ODOLDTHD,
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FED : R CTERINTT AZ Y R BFNTWD 7 ¢ —L K4 (Last Name 3 L O First
Name) %, %WHET—Z Th D,

Patentin: Individual Applicants - New Name.prj

— Edit Individual Applicant
Mote: ltems marked with * are reguired fields.

* Firgt Mame: || S uiffi: I

# |_ast N ame: | Middle | ritial |

Street Address: I

Clear | City: I State & Province: I
Countr: I £ip Code; I
Phone Murmber: I Faw Murnber: I
Electranic Mail Address: I
Applicant List: | tem | Individual Name Fhane Number

Inzert
Beplace

Delete

4

" alidate | Save F'r-:niectl k. I Cancel | Help

4-5 : Individual Applicants i
Individual Applicant IZB83 %7 — & D A1 5k

Application Steps £ = = —>5 Applicant Data % #2414 . Individual %3R4 5,
2= =D TFEANNT D,

RNz < Suffix (B dr.. D) R&HDLGEIIATTT D,

2= —DLHIZ AT D,

Z—H— Middle Initial 2 A /)35,

o ——@ Street Address, City, State/Province. Country, Zip/Postal Code. Phone
Number, Fax Number, Electronic Mail Address 2 A /19 %,

Individual Applicant IR 927 —4 %27 U7 3 2512i%, Clear 227V v 79 %,

8. RILT—HFZEIHATHITIX, T —FEMATHHHEZEI L, Edit Individual
Applicant I5#& AJ1t4. Insert R¥ %227V v 795,

© a0k~ whPE

4-5



Patentin 3.5.1 +—H# —X~v==27 /L LEANR—T g -27
CSCS-07-61 20104 11 A 15 H

9. ROANNT —F ZiEWT 5121%, THE Z&R L T Edit Individual Applicant (27— %
% NJ1t%. Replace #7 VJ v 7 35,

10. RO ANT =2 ZHIBRT 51213, RODIHBE 2RI, Delete K& %227V v 7
15,

1 AN LT =2 2G4 T5I120%, Validate =27 Y v 735, 0%, RICAT
(FEAN) LT —2BEN70d, HASITOWRWREZY 7OT7 —Z XA
A SVASAN

2. 68N LTHLDITIE, OKRZ 22U v 735,

13. BIOHFAN 2 RIBMNT 5121%, FE 2~12 280 KT,

FERD : Phone Number, Fax Number, 3 & O Zip Code [Z#4ZHE H TldZew, 72, OK %

TV TBHE RET A=V ROT—FNRINLTATE R DGEIL. ZOT —4 )%

RIEAESND,

4.4.2 Organization Applicants

Organization Applicantsi#iifi (IX] 4-6) TiXx, MMHBEANICET 27 —2 &2 A1 TE 5,
B HBEA & BRI, k4 720 BSESIRICER RSN D, o7 —% O AT, =—
P—DFEEDT=OD LD TH 5,

ERE R CERINTTAZ Y R BfWT W5 7 ¢ —/L R4 (Organization) X, &%
HT—HThb,
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Patentln: Organization Applicants - New Name.prj

— Edit Organization Applicant
Hate: Items marked with * are required figlds.

* Orgamzation: ||

Street Address: I
Clear I City: | State / Province: |
Country: | Zip Code: |
Phore Mumber: I Fax Mumber: I

Electronic Mail Address: I

Applicant List: Fhone Mumber

[tem| Organization MName

Ingert

s

Replace

Delete | £ | >

Walidate | Save F'n:niectl Ok I LCancel | Help

4-6 : Organization Applicants & &

HREHBEANCET 27T —F DANGE

9.

Application Steps A == —7% . Applicant Data %z 34 %% . Organization %iZRJ 5,

Organization O£ fix A 13 %,

Organization @ Street Address . City, State/Province, Country, Zip/Postal Code,

Phone Number, Fax Number, Electronic Mail Address = A /19 %,

[ > Edit Organization Applicant #3453 (2B 3 57— % 227 U 74 5121%, Clear & 7

Vo735,

RIZT — X EHAT HITIE, AT LT — X OIEHE % ®RIN L, Edit Organization

Applicant 52 A 1t4. Insert R ¥ > %7 Vv 795,

RONNT— 2 % EHT 5121, B H %8R L T Edit Organization Applicant &

 NJ1t%. Replace 7 V v 795,

ENOANT —Z EHIRT HI2iE, ZOHOIHE 23R %, Delete "% %27V v 7

T2,

AN LT =2 /T 5HI12i%, Validate 227 U v 745, TO%k, £IZAN
(FHAN) LIeT —ZBAHEMNI 2D, SASHTWRWREZ Y 7 O7 —ZIXA 2

RN,

TRXTOHBEAT —ZBANESNDET, FIA2~8 /Y KT,

10. BN L TCHAL AR, OKAREZ 27 U v 735,
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CSCS-07-61

FERD : Phone Number, Fax Number, 3 & O Zip Code [Z#4ZHE H TldZewy, 72, OK %
IV 3HE MET 4=V ROT —EZPNRIRLTATE BARDIGEIT. £OT7 —F N0
RKIFHA SN D,
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7T ar5 EHT—H

51 A%l

Boylmim (¢ 5-1) 1%, BAZERB L OER T @I CTHDH, ZOMMET, IAX A
I RN AY BEYOLRIEERB L OWRETZ 5, 2, MBEHEDHEINTE
V., BFEIEANLTCZDT a2l bOT7 7 A NERETE S, ZOBEHEHIL,
Patentin Z LB 95 & NI R RSN D,

t» New Name.prj - Patentin |'._||E|[5__<|
Project Edit View Application Steps  Help

D=l L B8 % By Pelnd O Pub Feo Gen

Seguence Mame: Demo Sequence Seguence Type: DMA

[emo Sequence

t

Clear

* Organizm: IH:::mu:u zapiens Standard... | Cusztan...

Search
bazes/prateins: I E':'l [ Skip this zequence [ Check for mizsing features
Edd zzzsaszzs2 bkbbkbbkbkbkb Z0

Irnpart
Delete

Restore

dudds

Reorder

AlterSeql ype
Curzor Pozition: 21 Sting Length: 20 Line Mumber: 1

Walidate | Sawve Project | Help | Reload Saved Project |

Moate: [bermz marked with * are required fields.

I

5-1 : BCA| i

HERD - HRELS 2 AT RN, BVNAEAFTILER DD, 7 v a 5225

DZ &,

Mt 9 % BLH DRIRTTIE
1. BSNIDY A Rinb 1 OORHIA BRI 5,
ROBIIDFENFR RSN D,

Cursor Position - 77— Y VO BAENLE Z R~ T, BAINZ2WEGE. 20O 7 4 —/L R
ZERRNZ T2 D,

5-1
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e String Length - 17 _EDEHSCFH| O % 79,
e Line Number- 7 — Y /WALED, SUFHIO iz KEME L T H17F S5 E R T,

5.1.1 %Z%i%@iﬁjﬁ
X 5-27Clx, HBEOAEMMNOAEML ZIRIRTE 5, LEIO—EHEATILTHETLHZ &
HTX 5,

PatentIn: Organizm Selection |

Fleaze type in the first fews letters of the name you are looking for;

Crganizma: ™ &pply to all Sequences in the Project

2 Ambyztoma laterale » Ambpztoma jeffersonianum ﬂ
2 Ambyztoma laterale » Ambystoma texanum
Abedus herberti

Abelzon murine leukermia viruz

Abies alba

Ahies grandiz

Ahbies laziocarpa

Abiez magnifica

Ahies pinzapo

Ahiotrophia adiacens

Abiotrophia defectiva

Ahblabeszrmyia rhamphe

Abobra tenuifolia

Aborophila tarqueala

Abracris flavolineata

Abralia tigonure

Abramiz brama

Abrophwliurm orhans

Abruz precatoriug

Ahbzidia compmbifera

Abzidia glauca ;I

LN SR TN Cey
oK Cancel

[X] 5-2 : Organism Selection &

W4 DFIR G

1. Standard A% - (BdFIEE) 27 U v 735,

2. BT HEMLDOLTF DA ERIET D,

3. Apply to all Sequences in the Project = v 7 ARy 7 A% 7 Vw7 35HL, Tudx

MIBEFRREINTWETRCORINZZDEMAEZEIV L TCHZLE2HMET-

ITHERNZTE D,

4. OKREZ 27 Yy THe BIRLIEAEMADL NSNS,

ER  RCERINTT AZ U AT B3fF T 5 Organism (3, MAEABHRTH D,
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512 Inl BXW® TXaal OF 74/ FFHHADOIER

Patentln 3.5.1 Ti%, BlAIRNO 2 —F —$FEDOFH B RWEE n) BLO [Xaa) 1Tk
LCT 74V baiHZ1ER CT& 5, 5 7 4V FaiAIE misc_features XA & 0 7]
EBXLTFTOHFT, A vv—y, BRSO niXa, ¢, g EFtTHD, | . £
KR ERSND [Xaa X BARBEAENTEDOT I JBETHIENTED] Z5AT
VW5, BlFIHEHE O Check for missing features A" 7 A 235 &, ZOEEZ 4 F
lEA7IicTcE s, 22— —lZLoTE, Ay 7 A%&F = v 7 L7-#%IZ Validate 2 L
T, misc_feature TEFR I TWRWAIEILTFNH L HERT 256005, Ry 7 X
DF = v 7 #H44L ., Patentln 3.5.1 LK% L TV 5 misc_features Z{Ek+ 5, —H%—
IR L= E % & FEICIER T, Patentin 3.5.1 1350 0 b D2 #2k4 5,

5.1.3 BlFIDORE

BB DR L

1. Search bases/proteinsifit 7 4 —/L N2, KrEDEI CFH] Frigihn /s &) &= A7
7% (X 5-1) ,

2. GORHZ U HEI Y v IT 5B, BAED N — I NALENS FL T, AJILT=ZE 0 BES DS B #))
[CHN DAL — Y VB BET D,

HERR : 1 OBFEIE 60 LT HIRE - ITI 0 B THR D,

514 BEEDOZ VT

1. BN LUEEOERINCET AT XTOBEEEZ V7351201, K5-1IRESN5
Clearh ¥ %7 Vv 75,
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5.2  BFIoEmMm

BCABE OAdDAR & 245 & BB Z AL, TVFRZ DY R hbEES
DO ZEIRTE S (¥ 5-3)

Add a Sequence P§|

Pleaze enter a sequence name:

— Pleaze zelect a zequence type
& DN
" RN
" DNA / RNA

" Proteini

ak. I Cancel |

5-3 : Add a Sequence T HE
BLFDEIMFIE
1. BAIEE NS, AddAR & 2@ 5, X 5-3is displayed. (27~ S 412 HEH 23K R S
s,
2. XA T TRy 7 R EINGEATTT D,
3. EYTHEINORORIZH DT VA RE L Z2 7 ) v 7 LT, BAORZEINT 5,
4. OK%=27 Vv o7 3%,

AT, WE FOMRE 7 4 —v RICEH O TH 2 AJJTE 5 XK 912725, Windows
XP % 721% Windows Vista Z £ L T\ 25413, 12,000,000 LA EOEF ST % FKox T
50

FHITT ¢ 2 TIERLS, A VR—= 7 7 A NVEEH LTI ORIRMHETHEEZ L, BiS
ZAEB L OWRETE 5,
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53 BEFIDOA AR — b

BLAIEE D Ilmporth % U 2T 5 &, K 5-4DT7 VA REZ L OWNT N ERINT 5 2
LickoT, A0, Tuavxs b, FizlXPatentin TIERL 0 72ST.25 fid4I| 3 7 7 A
AN SEHNZ A VIR— K TE 5,

Patentin: Import Sequence(s) PX|
— Import Sequence(z]:

@ From File;
| Browsze |

i~ From Project:
| Brawze |

" From Patentln Generated 5T.25 Sequence Listing File:
| Brawze |

| oo |

[w Character Filter On

5-4 : Import Sequence(s)El &

1. ST 7FXFA N7 7 A NPOESIZ A A — N3 5%, BAYE O Import 78 4
27U w7 LTho, FromFile 7oA R% %27 ) v 735 (8733 531%
1)

2. Blo7ey =7 B ESIEZA AR — M3 HI2iE, BESIEEmO Import AR % > % 7
Uy 27 LTHh6, FromProject 7 VA RF %7 Vw735 (795335
)

3. Patentln TIERL S M7z ST2BHIER T 7 A VI HESNE A o AR— M4 25120, B
md Import "% %27 U > LT/, From Patentln Generated ST.25 Sequence
Listing File 7 AR % %7 U v o7 32% (534%5H) .

4.774”7?”?%i@774”ﬁ%#*bt@ DT 7 A NETRIRT D720
WZADDOEREBDEDT2DIC, KT VA RHF 2 Browse AR Z U AHE S LTH
%, X&H2ﬁ§é\iﬂé7iﬂ/5%‘?774/vﬁu IO LD,

5. Character FilterOnF = v 7 Rv 7 A%, 1FZEB DT VAR ¥ [FromFile] & 6f
MT&ED, ZORY 7 ADT 74V MREBIZTF = v 7 SNTEBY, ZOREN A
272> TWD, ZORy 7 ZAZIFRNCT D L BEFROZT—2EFERNWT 7 A
NIETEAVR—FTED, 2ORY I A2F v INTEFICTHE, =2TF7—
ThoEHHILIELTFDOY A MRS D, AR CFERA AR — | éa”b“(f
1Y FAICELE 405, Patentln 3.5.1 TIiXH—7 7 A JVICHEL DB A AT HE
b [<) XFE~y X—IER]T 5720, ZOLFIIAEN LT TH D LBk
DM, [Ny F—=RRELTND] =T —A v —UEEIEL BRI,

5-5



Patentin 3.5.1 +—H# —X~v==27 /L LEANR—T g -27
CSCS-07-61 20104 11 A 15 H

FEST2TF AN T 7 ANDOEINEA VAR — 35 & EITEEZROTF & LTHI

BreE 0, BOMBEEZHTICE, A A — T DHIT, AX—AESEB L OE

ORISR E ENAHIEST258817 7 A /b, 72 b NZH A MVERIIMO

TXANEHIRT S Z ENHEREEIND, BlAX, BYIO X A KL Genomic

Deoxyribonucleic Acid (DNA) T& %34, Patentin 35113325 le) . Tol BV
i) ZBRET D720, BAIORYIO 7 XFIE Tgnmedna) 12725,

HEED : Protein/3 DIBIROBEA. (MR C: X7 L AF R FLy b (Ry) & 1XF

BLO3IXFTOT I /lia— R, PRTBDIIDOERT — T NREND KO T
R BOWIIE TR EENDITIA N T 7 ANNLT — XA VAR — T HLE
W5, PRTIBOILFINL, % THIAIITT 4 Z THEHT 572012 PRT/L SLFHTE
Esns, ~y X =0\ Protein/3 7 7 A L b A LIR— hT&E 5,

5.3.1 Patentin 3.5.1 A > F— " T B~ A FEF|F—4% 77 A4V (FEST.25 B F|3E 7
7AI) DX

BeA 7 7 A iE, 12U EORSZETe ASCH T F A 7 7 AV Th b, K~ /LFHAH
T—2T77ANE, 7 a 5311 ENTWAROERD A~y X —THtGT
HVENHD, ~vHX—F, TOITORMDIET T DT FARNTHILIVLEND D,
5.3.1.1 BiFl~ > & —
Ny X —BKEe—{TIZTHRENDHD (F5-1) .
<HINE; S DI A1 >
7 5-1 : BdFID~y F—

B4 BRF D& FR
Al D78 WDONTININTH D,
DNA
RNA
DNA/RNA
Protein/1
PRT
PRT/1
PRT1
Protein/3
PRT/3
PRT3
L5 EMDOLTNIEETH D, BT 2546,
N X —IXIRDO L DI D, <ASN5 A
Sl DT>
B EIan ORIV ESERHDZ EICEETHIE, EIan 3N AETH D,
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5.3.1.2 BRI — &

BoSIT — 2 1%, ~y X —OROITH LG T 5, BAIT —Z 1%, BSOS Uz 30
ITHDH, BT —ZITEEATICE-N DN TEX D, BT —ZIZAR— 2% AR
HZEIETERY, A=A, BT —Z Db ZRT,

AT — 2%, 1L EO A=A FE3RKDO~ X —DBMRIC L > TR TIH 5,
BeST — & Otk & IROBELHIT — X OIeEAIL, 11T EDZE{TTXEID Z LN TE D,

20D EINET DT 7 A VDfFE LT, K 5-5/ZASCHELST — & Z7R11,

< First Sequence;DNA;Abies alba>
ttttcttattgtttctcctactgcttatcataatgattgtcgtagtggcttcctcatcgt
ctcccccaccgcecctaccacaacgactgccgcagcggattactaatagtatcaccaacagc
ataacaaaaagaatgacgaagagggttgctgatggtgtcgccgacggcgtagcagaagga
gtggcggagggy

< Second Sequence;RNA; >
uuuucuuauuguuucuccuacugcuuaucauaaugauugucguaguggcuuccucaucgu
CUCCCcCcCaccgccuaccacaacgacugccgcagcggauuacuaauaguaucaccaacagc
auaacaaaaagaaugacgaagaggguugcugauggugucgccgacggcguagcagaagga
guggcggagggg

X 5-5 : ASCII E2%T — & D

5.3.2 Patentin 3.5.1 TA A — bNFHHE—EFIT—F 7 7 A4 VDR

BES 7 7 A L, 1oL LRSI &2 ETeASCHT F A N7 7 A LV ThH D, B—ES|T—
KT 7 AL, BN X —INBE TR, N~y X —RNRM 75700 EA, 2—3—
1L, X 5-6ITREND LD ITEHN DRI A RINT 5 K DR S, 7 7 A A E—EST
— X2 ThbHERRIND,

Sequence Type Selection E|

—Select zequence type;
f+ DN

RN
DN A B,

" Protein 1
" Protein 3

Cancel |

5-6 : Sequence Type Selection E

A VAR — MERPEIEL TV AR, ZORFRE TSN S 7BS O A FHER D i 12 3%
REND, K 5-71%. SEQL0000.txt & W9 < L FEH| 7 7 A LT, ZOEEMNAIYIAE
o & EIT 696 BlAI T SN TWVWH Z & ZR LTS,
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Importing from file: Seq10000. txt

5-7 : Sequences Being Imported &

FRET 7 —2334 L7234 . Validation ErrorsE N &N 5, ko] (X 5-8) T,
e] 23DNA% A 7'®Sequence 1 DIEZHLFTh ¥ . Sequence 2 73 HEZh 72 Bl 51| Dl % 5
A TUND,

B Validation Errors

¥ 5-8 : Varidation Errors E &
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533 FYuv=7 Mo OEFIDA F— b
PatentiniX, Patentin35.10 7' 1Y =7 MLESE A VAR — T HHREE A TV D
(X 5-4) .

1. 7av=l N7 7 ANPLORS AT 5121, BAIERE (4 5-1) Olmporth
20U w7 Lizth, FromProject7 A RZ %20 U w735,

2. =P —RT 7 ANTFNE—LT 7 A NHERFZTED L DI, Browse R ¥ )
BRIND,

3. avxal NEBRIRTDLHE, Tuval FORSIRNFRIND,

. A UER=NT LRSS (R 22U v T 5,

B :Crlx—2MLan6r Vv r 358, HEOBYEZRINTE S,

5. T OESIE RIS 28501, Select AR X L 38T 5 (95.9)

Select Sequences to Import g|

Seql 0000 bt - DnaSeql
Seql0000.tt - DnaSeql
Seql0000.tst - DnaSeqg2
Seql0000.tst - DnaSeqa
Seql0000.tst - DnaSeqd
Seql0000.tt - DnaSeqh
Seql0000.tst - DnaSeqgb
Seql0000.tt - DnaSeq?
Seql0000.tt - DnaSeql
Seql0000.tt - DnaSeql
Seql0000.tt - DnaSeql
Seq10000.tt - DnaSeqll
Seql0000.tt - DnaSeql2
Seql0000.tt - DnaSeql 3
Seql0000.tt - DnaSeqld
Seql0000.tt - DnaSeqls
Seql0000.tt - DnaSeqlb
Seql0000.tst - DnaSeql?
Seql0000.tt - DnaSeql8
Seql0000.tt - DnaSeqls
Seq10000.tst - DnaSeq20
Seq10000.tt - DnaSeq
Seql0000.tst - DnaSeq2s
Seql0000.tst - DnaSeq23
Seql0000.tst - DnaSeq2d
Seql0000.tt - DnaSeq2s
Seq10000.tt - DnaSeg2E
Seq10000.tt - DnaSeqa?
Seq10000.tt - DnaSeg2l hd

Select Al | Cancel |

[X] 5-9 : Select Sequences to Import [E &

5.3.4 Patentin CYERR &N 7=ST.25 BLFIEK 7 7 A Ah> b DEFIDA v F— b

Patentin /%, Patentln TER S 4172 ST.25FEHIER 7 7 A W LEHIGEH A A AR — F 35

MRE A i 2 T\ %, Patentln TERL S 7= ST.25 il 4113 7 7 A /LI%, Patentln TERZ S h

TST25 CTa s A NINTBINRT 7 ANV ThD, 77 A/VDOAHIL, Patentln O~

BV x s MMIC T_ST25xt) 23K b bid, BT 7 A L0kl LT,
lPatentinProject_ST25.txt] 3& 5,
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1. Patentln TERk S AL72ST.25 BlAIR T 7 A V& A AR — M 512i%, ESIEHE (X
5-1) ®lmportih % %27V > 7 L=, Import Sequence(s)imm (X 5-4) ®dFrom
Patentln Generated ST.25 Sequence Listing FileZ ¥4 7R # o 28R4 5,

2. 77 ANADOREN T _ST25.4xt] TH 5, Patentin THERL S 417z ST.25 fid4l|ZR 7 7 A
NWERINT D, 22—V —RNT 7 AN T I N T =T 7 A NAERINTEDH LI
Browse ;R ¥ 3N EREN D,

3. ImporthZ > %7V v 2735, Patentinix, A &— [The sequence listing will be
imported to a new Patentln project] NFER RSN TWVWAHA v E—URy 7 A ([45-10)
IZE Y 22— =TI ET D,

Patentin PS_<|

' "_q,, The sequence listing will be imported to a new PatentIn project.
L

K510 : FH 2Tz hADAL UV BR— DA E—UF A4 7T a lHE

4, OKRZ v #27 V w7 LTAvE—UARy 7 22T %5, BEICE LTV % Patentin
Tavel NBRHY, FDOT Tl RBREI LTV RWEEE, PatentinlX &1 7
a7 ARy 7 A (K5-11) 2FrL, BENEZHEEEFTO T =7 MIRGFET
HNEI M EZND, BENEERGT D5 1IYes R ¥ 2L, BERENRZBE
FT LA 1INoOAR & v 244, 1 v R— F@iﬁ%‘:%}v/t/m‘éﬁ/\i Cancel R
& EEINT 5,

Patentin PS_<|

\?) Save changes to Untitled. prj?

Mo | Cancel |

X 5-11: v =2 MRIFHEHE

5. A »iR— MLEMNBB SN S &, Parsing the Applicant NamesiiiE (X 5-12) 233
REND,
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Patentln: Parsing Applicant Names

—Parse Applicant Names
For each applicant name listed in the “Applicant Mame from the Imported File™ box, follow the steps below:

1. Identify the applicant type by selecting the Individual or Organization Applicant Mame radio button. Mames can be
modified in the name edit boxes,

Applicant Mame from the Imported File: | lastname2, firstname2 MI suffix

" Crganization Applicant Name {+ Individual Applicant Name

Last Mame: I |astname2

Organization Applicant Mame: First Mame: I firstname2

Middle Initial: | MI

Suffix: I suffix
2. Press the Move button to move the applicant name above to the Applicant Name List below. Add
Applicant Mame List:
ABC, Inc.
organization1
organization2

lastname 1, firstname 1 ML Suffix

3. To modify an applicant name, select the name from the Applicant Mame List box and medify the names in the applicant
name edit boxes, Press the Update button to save the change.

Update | Einish I Cancel |
5-12 : Parsing Applicant Names & &

ST.25BANRT 7 A WMIT U A F I TV D4 AL L, Patentin Tl Parsing the
Applicant Names#ifi @ Applicant Name from the Imported Filedh v 7 A IZFREN 5,
a—H— I H M. Individual Applicant Name = 7= (% Organization Applicant Name (5
7 4V | Cl&Organization Applicant Name 7 A AR & VNIRRTV D) O T VAR
2B L THBAL DX A T2l T 20BN B 5, HEALIX, Organization
Applicant Name7~ > 7 A F7={ILast Name, First Name, Middle Initial, SuffixAs > 7
Z 735 72 B Individual Applicant Name®D 7 % A bR v 7 A TIEIET&E 5, HBEAL DX A
TEBEBRLB I WEITHBEAL ZEIE L2 5, AddR ¥ v & i L BIED HFEA4
23Applicant Name ListAR > 7 ZIZBEI L, A R — M L7 7 A LB OROHENA
NEUAS & U C Applicant Name from the Imported Fileds v 7 A ZE R EN 5, TTH
A A Applicant Name List/h > 7 2B E D E T, ZOMEEERY KT, £DH%,
PatentInix * & —=> TAIl applicant names have been added] (2 X ¥V = —H =TT 5,
OKRZ v %7V LTAvE—VRy 7 ZA%H L5 (X5-13) .
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L "_\ All applicant names have been added.
[ ]

¥ 5-13 : T RTCOLEIZEBMLIZLEDRA v E—IUF A7 a JEE

9T D4 % Applicant Name List &8 » 7 22BN L7-% CHEEAL # FHOMEIET 5
(21X, Applicant Name List 78 > 7 2 b4 FT A B L, HBEAL DT F A MRy 7 AN
DARTEEIET 5, Update RZ 2 L TEENFERAFT D, TN HMEENLE
T72WATE, Finish /R % > % #f L T Parsing the Applicant Names #ifi = 5, A > 7R
— NMLBRA T D,

HRD 0 7 —#3A R— b L7 ST25 BB 100% ERLT 5 L D IS D 56 b

Y

ZOTRWGEDHDTD, AV R— MUEORIZTHRBEY 1T R —F L72id

FIEER MR X C Patentln 3 A7 AIARIE S L= E 9 DA Patentln =& — F— A3 fleER
‘é—é%‘gZﬁ%éo

Patentin TYERL X u7z ST.25 BLHIE DA R — MZEET 5 BN01E

B8N HFE N4 ORESTREYT - 8 O HFE N4 % 85 SCREFT LT [, Patentln (3,
HEAANA OS2~ XV RTOT X TELFE L THRIIT 5, EAHBAAIC=
NI WEA . Patentin IZHFEAL DA VIR — b ENTATORKELZ LT E L
Tkl 4 %,

FEEF & A RECS - Patentln > AT AZA VAR — N ENDDOIE, FERSNZ T
Thsb, EERSIOERZOHMEHS] (=2— B (X9 XT, BAIERDOERKKRRC
TER S LD T2 A R — h En7gvy, 7272 L. BIFR S V=B D% O i BL s

@OUTOT RV BEER, AV R—FENT=T 7 A VIO EES) 1
TRT, FrLng ooy ERdY| L LT PatentIn (124 >R — b &L 5D,

A¥ Y FEINDHES] : A%y TN DHESNET R TPatentIniZ A >R — h &b,
AX v T ENDEINIEH O Z > T 7=, Patentinid = — 4 —|Z
Skipped Sequence Type Selectionfiii (% 5-14) A 3R L TR Z BT 5 L 91
s, BIRAE L7121k, OKRZ &7,
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CSCS-07-61

3

Skipped Sequence Type Selection

[X] 5-14 : Skipped Sequence Type Selection & [&
JSh 2B OEF : Patentinid, A > AR — b HIZEESh A2 F S OB OFESNZHIBE T 5

[ ]
&L BAAND, M2 de KOS D FEERD B 60 SCFDIFH AR S 45 Invalid
Sequence Type Encounteredifiif (X 5-15) #FK/R9 5, IELWREREZ L7=%,

OKAR % » Z 44,

Invalid Sequence Type Encountered

[X] 5-15 : Invalid Sequence Type Encountered [
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2010411 A 15 A

AVAR—FTBEFNDY R B TXTOESIDE RN S v D & PatentIni X
Select Sequences to ImportifEiE (X 5-16) (2. PatentlnlZA > AR — k35 %A T
ETCWDESID Y A N EFERT D, A R— T8 (BEA) Z23ERT5
(FERE : CtrIx— 2 M L2 H3&INT 5 B OS2I T %) H>. Select
AllRZ 2 LTI X TORSIZRINT 5 (X5-16) , OKAKRZ &4 L &
R L 7=EA5Patentins AT L2 A ViRk— R &5,

Select Sequences to Import

DemoSequence 5T -
DemoSequence_5T 20kt -

DemoSequence_ST20.tt -
DemoSequence_S5T 25 txt -
DemoSequence ST20.tt -
DemoSequence_ST 25t -
DemoSequence_S5T25.txt -
DemoSequence ST20.tt -
DemoSequence_5T 25tk -
DemoSequence_5T 20kt -
DemoSequence_ST20.tt -
DemoSequence_S5T 25 txt -
DemoSequence ST20.tt -
DemoSequence_ST 25t -
DemoSequence_S5T25.txt -
DemoSequence ST20.tt -
DemoSequence_5T 25tk -
DemoSequence_5T 20kt -
DemoSequence_ST20.tt -
DemoSequence_S5T 25 txt -
DemoSequence ST20.tt -
DemoSequence_ST 25t -
DemoSequence_S5T25.txt -
DemoSequence ST20.tt -
DemoSequence_5T 25tk -
DemoSequence_5T 20kt -
DemoSequence_ST20.tt -
NemnSenuencre ST2R bt - f

Select Al |

Cancel |

[X] 5-16 : Select Sequences to Import & &

Q777 AN AR — MURHIZAR SN AREST A v & —Y ((FIET 5

s

CRLER S LD,

5-14
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54 BAlOar—

Patentln Ti%. Windows % 1 7 DfmEMREZF T 5,
BEFlD o v — 5

1. aE—79 585 Z2MmgHERT 5,

2. BEditA==2—%27 Vv 7 L7tk, Copyx 7 Vv o35 (4517) ,

e.p b

i |
Project W=sid Yiew Application Stepz  Help
Ol Undo Ctrl+Z | @ | Ay Pri Ind Org Pub Fen Gen
Sequen Cut  Cirl+x EHCE Seguence Type: DMA
Copy Ctrl+C
Baste @kl
Clear |
* Diganism: |Acacia confusa Staﬂdard...l Custom...
basesfpsruegiiz: I El [ Skip this zequence [ Check for mizsing features
&dd | zbcaboNEs E
Irnpart |
Delete |
Restore |
Reorder |
AlterSeql ype
Curzor Pozition: ¥ String Length: 2 Line Mumber: 1
Walidate | Sawve Project | Help | Reload Saved Project |
Moate: [bermz marked with * are required fields.
I I

5-17 : Edit A == —

55 BEFIOBL Y £
BEFIDBE Y (1) i

1. a— LRV EFATHAEICT— Y VEBEIT 5,
2. EditZ 27 Uy Lict4, Paste 7 U v 795,
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56 EFIOHIER
BLFIDOHEIBR I

1. HIERT DB — Y L E=BEIT 5,
2. Delete RZ o %7V w735,

57 BEIDORFS

Bl A 795 &, Patentln 3.5.1 1%, Z OEIHINT X L T<210> & <400>D [E1Z ]
TERR L 720,

BLFID R % v 7 I3k

1. A%y 7T HEA 2 RIS 5,

2. BoHmim (X 5-1) C. Skip thissequenceF = v 7Ry 7 ZA% 7 Vv 7 LTCAX v/
Bls 7 Z 7% A 23 %, Patentin 35.1 X HBIAYIZ, BlFIFR D<400>I1ZFEHFE 55 &
O 1000 ZA1ERCT 2,

58 BEFIDET
BoAZHIBR L Th, BIEO 7Y 27 NOEHEZKR TTAHETIIELCTE 5,
BEFIDE L HE :

1. AA VHEEDORestoreds % %27 V> 273 %, Sequence RecoveryEi (1% 5-18) 735
REIND,

2. Houn T HmS] () ZiERT 5,

3. Restore R¥Z %7 ) v 745,
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Patentin: Sequence Recovery El

Please zelect sequence|z] to be restared from the fallowing List:

Demo Sequence 1

Diemo Sequence 3

Bestore | LClaze I Help I

5-18 : Sequence Recovery &

59 B ~Fz

Recorder Sequencefiiii (B4 5-19) TI&. BIEDOESINERF & ¥ LWESINET & ik T& 5,
HAEORSINEFF B OLICFREND, ZHUE, BE¥ET 7Y r—va AL
EFECTRRT D, B LWESINEFIIAICERSND, ZHi, = — =2 L ElS)
TN—T N BEIR L, Z ORI 7 N — TR RICBIN DR Z 1570 5 R
THZ LI > THRELLIERFT, BSEZRT~T 5,
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Patentin: Reorder Sequences

Lizt & below: wihich

Step 1: Select one or more sequences to move from the Step 2 From the List B below select a sequence after

the zequence(z) chozen from the List & should

followe. Press the Reorder button for the new sequence
order.
List &; List B
[tem] Sequence [tem| Sequence
1| Demo Seguence 1 1| Diemao Sequence 1

2| Demo Sequence 3 2

3| Demo Sequence 2 a

LCancel |

Liemo Sequence 3
Diemo Sequence 2

[X] 5-19 : Reorder Sequences [ &

BN D~ 2 T5iE

1. BeA List A RBENT HECY] (B4]) #8&RT 5,
2. BoAN ListB 225, List A DHi&IR L7-ElA 2 A3 S ECA 238435, Recorder 2~

B LTl LWEAIERF 29 5,
3. FTEDNEFIZ/2 5 £ TPRIE1~2 240 kT,
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510 EEFIDOTIDER

By O AlterSeqType s # 2 fli 34 & M 520l ranH Lol XY
"B H 51 % Change Sequence TypeEiEi (2 U A b STV B EFIDOTRIDO NI AT T X
50

Change Sequence Type §|

- Seguence type will be converted to-
f+ DN
" RN

" DNA/RMNA

The custom codons defined in the
custorn codon table will be
automatically converted to reflect
the targeted sequence type.

Conert I Cancel |

5-20 : Change Sequence Type [& &
BEfF DL R BRI DI DEEFHIE

1. BBIHEE A B A B HE5 28R T 5,

2. AlterSeqType "% %2 U v 73 %, Change Sequence Type B[ N £ R S 41D,

3. BT DBSNOMDRIC DD T VARS &7 ) v LT, B DRS00 2 3R
T2,

4, Convert R %7 Vw735,

BSIDORIOEER, DAZ LA R T—T NV TERSINTNWDID AL L3 TR

FeAN DT % 32 KO ICHBIICE T SN D, fRELTELDII AL La RO

B (EETLHHE) X, WAZLa R T—TANBHIBREND,

511 EFIDOHER

BLF| OB A ¢

1. EAIEE C, Validate RZ %227 Vw735, =27 —0RNbAGEIEA yE— I
NEREZIL, TT =D WEEIT AT — % 23— |2 [Validation is successful | & o=
b,

EERD : BT —Z OfERIL, EIRL-ESIA T3 L TEITS D,
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5.12 EFIDORT

BLSI DR HE

1. Bd#lmim (B4 5-1) C. Save ProjectiR# > %27 U v 7925, ECFNTEAEDIRE T
FaInb,

R : REWEHER T m Y =7 D TIEET 25813, BTV AT ARED & STk}
MLEEET 2 2 LT bRV K S ITHEITRET 5 2 LN EETH D,

513 HELE ez hOYr—F

—HOL—F—DBEHIZLY | BITEO T v V=7 M RZIRGF LIERENDFERL 7
— K9 % 7= ¥IZReload Saved Project s # M HE S CTW5 (X 5-1)

5.14 Custom Codons®;B/l

Custom Codons Ay ([X]5-21) TiE, =—H—DUV—7 X7 —T a3 v OEREa K
® U Z ~ZCustom CodonsZiBINTE %, Z D 4~ d %121, Appplication Steps
A ==— (X 4-1) »>5Define Custom Codons'® H # 1%k 5,

Patentin: Custom Codons

Amino Acid: I,E\Ia vl Fleaze enter a custom codor: ||

Cuztom codons for selected Amino Acid:

Itern | Aming Acid |Eustu:urn Codan
1) &la kab
2| ala gat

Mate: 'ou may wish to record custam codons in zection <223: of the sequence listing.

Inzert | Delete | Replace | Ok I LCancel | Help

5-21 : Custom Codons A J71E &

5-20
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Custom Codons DBINF i :

1. Application Steps A == — (%] 4-1) 7> Define Custom Codons 15 H % #&{R 7%,

2. Feyr7&Zo Uk (X5-22) 75HAmino Acidz R34 5,

3. Custom Codon = A /135,

4, Insert "X %27 Vw795,

ERE : ZoBmoORBRITET SN, &7 2 BREEBNGRINT 208372 < 780, 1
DDA T custom codons & HL.5 Z A TE L L DIl oT,

Custom Codons DI :

1. U A h® Custom Codons #7 V v 745,
2. Delete R¥ %27 ) v 735,

Patentln: Custom Codons

Arnino &cid; I.-’.'-.Ia vI Fleaze enter a cuztom codon; I

Custom codar bd Amino Acid:
[tern | Amino izg bm Codon
1] Ala Cys

M ate: 'ou mal ' al ard custom codong in section <223 of the sequence lizting.

Ingert | Delete Beplace | ok I LCancel | Help |

5-22 : Amino Acid Fr v 7# 7 U X N DEHE

5.15 Custom Organism®igjn

Custom Organism A (4 5-23) Tix, =—HP—D4P4 U X K~ iZCustom Organism
ZIBINTE S, F7z, Custom Organismz iR LT, BlAlEm (X5-1) ICANTH2 &
HTE D, ZOHEEZRRT HITIL, BAIEE D Customah Z & 28 IN3 5, EHIZ
Custom Organism% A7) 94U, WA ZBINEITHIRL TY X M2 #RIETE 5,
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PatentIn: Custom Organisms

Flease enter a cuztom organizm nanme:

[ Apply to all Sequences in the Project
Cuztom organism ligt;

[ter| Organizm M ame

Ingert | Delete I Eeplacel ok I Cancel | Help

5-23 : Custom Organism A JJ & &

Custom Organism DIBHIFEE :

1. A 2> 5 Custom 7R ¥ > & iRINT 5,
2. Custom Organism z A 714 %,

3. Insert h& > %7V v 7§ 5,

Custom Organism DH|& 71k -

1. U A h® Custom Organism 2 27 U » 7 35,
2. Delete "Z > %2 w735,

Custom Organism D E# 71k -

1. U A h® Custom Organism 227 U » 7 35,
2. Custom Organism z A /19 %,

3. Replace RZ %7V v 735,
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BCFE E -~ Custom Organism D A F1 5% :

1. Organism % &R L C [Please enter a custom organism name| 7R 7 A|Z/EM4 & Foor
IHD,

2. OKARF %) v 795,
IuTx7 ROTTOEF|~D Custom Organism D A HIE -

1. Apply to all Sequences in the Project L RARENTeT = v IV Ry 7 A% 7V v 735,
2. OKARZ %27V v I$ 5,

516 ATHYZRECHVE 72 iIRENDAEY)

ANTHRBECHNE T IIREOEMT, TOEMITEAL AL NEFLATIHILEND D,
Artificial Sequence % 7= ZUnknown®\ Y4417~ % Organism Name ~ « —/L RIZ AJ L, Al
D7 4 =)L RIZBEIT L&, HM5-24TRSND LI, HECR Yy 7T v TRy 7
AMERIND,

Comment for, Artificial SequenceflUnknown Organism

[~ Apply to &l Unknowndtificial Organisms

k. I Cancel |

[X] 5-24 : Artificial Sequence/Unknown Organism = X >/ |

1. A 2> 5 Standard 7R & > &2 ERT 5,

2. Standard Organism ® U A ~7>5 Unknown % 72 1% Artificial DWW 28R 5,

3. MO EZRINE IO MIBENT L &, EMDOERNPLETH LG5 ITHE)
Mz A ARy 7 A (X 5-24) B85,

4. EWTHE LTca A M EFRRAT D, BVIEBMER SN D &, ZOF#RIF<223>7 ¢
—/L RIZEDPN D,

5. BIEA ALY RPRFAZIN TN RWNTRTONLHRESIE L OV E IR OEMIZ
a X M EwEATA841%, Apply to All Unknown/Artificial Organisms R > 7 A %
Fxv 735, ZOERRBOHEMITEZL, T XTORSIZ AL, @il N THIZE
B I ONETIRAMDEI T NNV T Tete, Ry 7 ZAaF =y 7 LT
OBINZa A vEAT 2, £o2T5HL, 7RV FOTXTOANLAZRES
IZxFLTRIC 2 A RBRRRIND,
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m:
p=(113

: Application Steps/Artificial Sequence/Unknown Comment ([X] 4-1) Z&IR L TH,
DT 4 —IVRIIT 7 BATE D,
BFRL: ZORy 7 ZONFIX, TELHRETHMIC, 2O TELHRETMRICTLI &,
HERD - BdAIFER D<223>F 7 23 i, Attificial Sequence/Unknown Organism & 72 (%
misc_feature DWW T EHEH L CTERT 5, <223>t 7 v a3 Uidk, EhEh=
A2 N FERIIMOER TH D, Patentln 3.5.1 1%, AT Artificial F 7213
Unknown 23MEF S5 X 7 LT REEHID =2 —F ¢ Z a0 BAER S iz &
R NRY D<223>F% 7 9 1Tkt LT [Synthetic Construct] Z1ERT 5,
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vy are BT —%

6.1 EFIDRE

Featuresifim ([ 6-1) Tidk, BANZRET 25 A ERB L MEIETE 5, ZOHEEAEE
A9 HITIE, Application Steps 2 = = — (X 4-1) 7> Feature Data% 3479 % 7>,
Patentin®>’ —/L/N—@DFeah & » Z BN 5, RARIILTW DRI, BlF B H CHI(E3
WL TWDHESNCEH S b,

Patentin: Features - Demo Sequence 1

Sequence Type: DA Seqguence String Length: 9
— Edit Feature
Mate: [tems marked with ® are required figlds.
I~ Join &I CDSs
* Feature Mame / Kew || Hamesz |
Relevant Rezidues From: I To

Other [nformation:

Clear |

[If vou have "'n*' or "=" in the sequence, pleaze define them in the Other [nfo. field.]

Feature List: [tem | Feature Mame From Colurmn T Calumn

Inzert

Replace

did

Delete

Walidate | Save Project | ok I Cancel Help

6-1 : Features [H&
FRIZBE T 215D AT FHIE -
1. EANCHEE D CDS 3 & £ T, £ DOMEED CDS ZiEa 3 584 . Join All Code

Sequence (CDS) Ry 7 A%&F = v 7T 5,

2. Names h¥ > %27V w79 2% &, Feature Name/Key DX 7 L T4 R4 DU A hinFk
RIS,
3. TRelevant Residue From] & [ToJ ([CEAINEE S E ATTT D,

6-1
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4. Other Information "> 7 ANTIZ U v 7355 &, DIEFHREAIITEDH, T I T,
T T A RSO X REARBLY D n ZFLEkT 5, Feature Name/Key % misc_feature |2
TOHLMLEND D,

5. Mm@ Edit Feature #3534 7 U 7?“%) X, Clear h¥ %7 U v 735,

6. Feature List D7 — X Z4 AT 5L, Insert "Z > %7 U v 7§ 5,

7. Feature List D7 — ¥ #{E#HT 521X, FOIHEH Z#FHER R~ L TH 5 Replace AR # >
IV IT 5,

8. Feature List D7 —# IR 5 121%. Z£DIHEHE 25~ L T 5 Delete 8 %
7w 795,

9. AMLET—HE2AMT2HI121E, Validate 227 Y v 745, 2Dk, RICAT
FAN) LizT—2DNHNZ 25, BASNTOWRWRETZ Y 70T — X 3a80C
72BN,

10. &7 — % %173 5 I21%, Save Project R¥ %27 U v 795,

11 AZNZ LT LU DI, OKRZ %27 U w795,

12. 75— X %F v LT 5I1201%, Cancel RZ %27 U v 794 5,

13. ~ VT TER AR R T DI, HelpRZ v 27 U w745,

JEFD : Feature List {2 CDS 3 572> & 95 72Tt LT, Join All CDSs 73 27R S 4L72 7

S, BoRINTEVT 5,

HERD - Bl FER D<223>F 7 23 i, Attificial Sequence/Unknown Organism & 72 (<
misc_feature DWW NN EAEH L THFTT 25, <223>k7 v g d, Eh =
AV NERIIMOERTH D, F7z, [Xaal 1Zxt L TrEEZMEHE A2 BEIAVIZ
PLAET D,

6.1.1 Feature Keyi&iR
Feature Names/Keyi®# R (X 6-2) TiX, X7 LFF FAE TR TE 5,
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PatentIn: Feature Names / Keys

misc_feature

mak_peptide
rodified_base
-10_zignal
-35_zignal

6-2 : Feature Names/Keys &R H &
X7 VF A NG DOBIRFGIE :
1. Featuresiiifi (X 6-1) DNamesh % > &8R4 5,

2. Nucleotide 7 4 —/L RIZ A1 &2 BlAT 5,

3. FlE B E7 ) v o350 ETFRAIF—Z2MT 52L& >T, YRR
D R IR 5,

OKZZ U w7 T5hL, ZOERNPZITANT 5, Featuresiimm (X 6-1) (TR D,

&

6.1.2 Modified_BaselZ LE 2 BIE R

Feature Names/Key Selection [ (
6-3) TiX. modified_base#i®IR3 2% & HEWIIZHIDO T 4 > RUNBL,

6-3
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Patentln: Feature Names / Keys D__<|

Modified

L m1a 1-methuladenogine -

Mucleotide:
Imndified_l:uase

migc_feature
CDS

EXON

intron

mat. EeElide

-10_szignal
-35_zignal

b LI |

Add the following Modified_baze ta the Other Information field:

][ 3

| £

L

I[nu:une]
[hone]

acdc 4-acetylcutidine

chmbu B [carboxybydiosernethyl]uridine

cm 2-0-methylcytidine

cmnmBs2u S-carbosymethulaminomettbyl-2-thiouridine
cmnmbu B-carboxprmethylaminomethylurdine

d dibwdrournidine

frm 2-0-methylpzeudourndine

gal g beta, D-galactosylgueuozine

agm 2-0-methylguanosine

| inosine

iBa ME-izopenteryladenozsing

m1f 1-methylpzeudoundine

mlg 1-methylguanosine

1l 1-methylinosine

m22g 2,2-dimethylguanosine

mZa 2-methvladenosine bt

6-3 : Modified Base % 37~ L 7= Feature Names/Key Selection &
base (ZB83 2 EHDBINFE

1. TAdd the following modified_base to the Other Information] & /REINTWBHHR v 7
ADTNE T RN RN 5,

2. U A F2r5modified baseZ 3R+ 25 (X 6-3)
3. OKZZ7 Vv 755 (X6-3) .

6.1.3 CD

S (=— FEZ) (ZBEd % BNk

RU X7 LFA4 REHID CDS #E LTV AEE. DNABYIX., = RichElEn-

DNA &

Ka RO TFIChHr8E0 727 I BN HEE L) BEXTE RIS, I,

FIN Ty (RO HMEICTEHINSZETHD, LorL, CDS i

KI5 L,

THERIZ

Patentln 3.5.1 TiL, & U~X7F REHIS THiE (supplemental) | B8l & L
AR ESNS,
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6.1.4 [N] ¥721 Xaal OFMES

EHOLF In) NARY XT7 LAF FEINZR RSN TWDIGE, E72134% TXaal
AR Y XTF FEANCFTR SN TV D 5EE, ST.25 ITITFFMIERNLETH D, T,
misc_feature % {# f§ L 7= Other Information 7 4 —/L K C/r &5, Patentln Tix, [n]
DEZRZMEHIRARY XTF NS~ —1L, [Xaal IZHRT %,

6.1.5 7 I BRDFER
Feature Name/Key Selectionfijg ([X] 6-4) <Tix. LIPIDZ&INT 25 & HEIWIZHIO D 1 >
R m3BH <,

Patentin: Feature Names / Keys f'5_<|

Aminodicids:
|LIF'ID

MOD_RES

ACT_SITE

BIMDIMG

Ca_BIND

CARBOHYD

CHAIM

COMFLICT A

Cuc Ll FIrs

Add the following LIPID to the Other Infarmation figld:

I[nu:une] ;I

ok Cancel |

6-4 : LIPID %3/~ L7z Feature Names/Key Selection [&| &
7 2 ) B& DB
1. Featuresiiii ([X] 6-1) ONamesR ¥ > &8I T 5,

2. Amino Acid 7 ¢ —/L RIZ A1 & BRtET %,

3. TERMEZ Vv r35L, FryZXZu UL (K65 BNERINDHDT,
ZDU A MNOARTZERT D,

4, OKZ 7V w735 L . FOERDZITIT S, Featurefdimm (X 6-4) (RS,
LIPID (ZB89 2 1EHDEMFE :

6-5
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1. TAdd the following LIPID to the Other Information field] /RSN TWVWAHR Y 7 2D
NED KA ZEIRT 5,

2. VAR5 LIPID [F @& EINT 5,

3. OKRZ a2 Uvr+42% (K6-4)

6.1.6 MOD_RESIZE4 % BINE#HR

Feature Names/Key Selectioni@ifi (X 6-5) TlX. MOD_RES# E{RJ 2 & HEIIZHID
U4 RUMR 2oL,

Patentin: Feature Names / Keys f'5_<|

Aminodoids:

|MDD_HES

ACT_SITE
BIMDIMG
Ca_BIND

CARBOHYD

CHAIM

COMFLICT A

Cuc Ll FIrs

&dd the following MOD_RES to the Dther Information field:

I[nu:une] ;I
Add the following MOD_RES to the Other Information field:

I[nu:une] LI

ok Cancel |

6-5 : MOD_RES »3 3R X }17- Feature Names/Key Selection [E[ &
7 X ) B DBIRFIE -
1. Feature[d[[fi (X 6-1) ONamesh ¥ & &IN5,

Amino Acid 7 ¢ —/V RIZ A1 & G T 5,
TrRERAIZZ Vv r735E, Fry7X U2 (¥ 6-2) DRRINDHDT,
ZDY A RNNBAFTIZIRINT 5,

4., OK %7V w45 L, ZORRMBZITAHT A0, Features HIEHIZK 5,
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4.

MOD_RES (ZB 3 A 1EHRDEBINFIE -

1. TAdd the following MOD_RES to the Other Information field] ® 1&H DR v 7 AD T

W R B EIRT D,
2. VA Moot tER a2 ERT 5 (X 6-6) ,
3. OKR4% %27 Uy 7325 (K6-5) .

Patentin: Feature Names / Keys

Aminodoids:

x]

|MDD_HES

LIFID

ACT_SITE
BIMDIMG
Ca_BIND
CARBOHYD
CHAIM
COMFLICT

Cuc Ll FIrs

&dd the following MOD_RES to the Dther Information field:

|3

I[nu:une]

ACETYLATION

AMIDATION

BLOCKED

FORMYLATION

GAMMA-CARBONYGLUTAMIC ACID HYDROMYLATION
METHYLATION

PHOSPHORYLATION

FYRROLIDOME CARBOXYLIC ACID

SULFATATION

[hone]

=

X 6-6: 1%&H®DMOD RES FV&Z U R K

WA R EEIRT D,

5. VR MOt iEiRez®RT 5 (X6-7) .

6.

OKRX %271 v 7325 (X6-5) ,

6-7
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Patentln: Feature Names / Keys

Aminodcids:
MOD_RES

LIPID

[*

ACT_SITE —
EINDING

Cé_BIND

CARBOHYD

CHAIN

COMFLICT

[ ind NI nlin

Add the following MOD_RES to the Other Infarmation field:
I[nl:nne] ;I

&dd the following MOD_RES to the Other Information field:

| £

O Ornithine

3Hup 3-Hydrosyproline

AHvp 4-Hydrosyproline

Ide |zodesmoszine

alle allo- zoleucine

MGy M-Methylglvzine, zarcosing
Melle H-Methylizoleucine

Melys B-M-Methyllyzine

|| Meval N-tethylvaling

Mwa Norvaline

Mle Horleucine

I (L]

4

Orn Ornithine

X 6-7:2%FHDMOD RES V&) & |

6-8
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v r7ar7 XERT—#

7.1  XEAEEOBER

SCEMFEFE O (X 7-1) TiE, XHREHRE AT H720O0 4 FEOME =K R TX 5,
FRTE DAL, Journal, Database, Patent, ThesisToHh 5, Z D& £ RT HITIE.
Application Steps # = = —7> 5 Publication Data% #4135,

: AME. [ Date m
Project Edit View [ENasletils Help
= = S Project Data 1

Prior Application Information

Seguence Mame: De Applicant Data » Seiuence Tiie: Dt

De  Define Custom Codons

Clear De Feature Data

artificial Sequence Unknown Sommemnt

t

Publication Data k Database
- - - Journal
enerate Sequence Listin S
* Organizm: IE = i ° Patent Standard...l Custar...
S earch oy o sk Thesis
bazes/proteins: E | Skip thiz zequence | Check for missing features
Edd gbecebozkbes zzzasszzskk bBkkbEbbEE 28
Irnpart |
Delete |
Eestare |
Reorder |
AlterSeql ype
Curzor Pozition: 29  Sting Length: 28 Line Mumber: 1
Walidate | Help | Reload Saved Project |

Moate: [bermz marked with * are required fields.

I

7-1 : TR OB
STHERFERR DBRIN 71 -
1. Application Steps D7)V X 7 A =2 —7/» 5 PublicationData % 27 Y v 7§ 5,

7-1



Patentin 35.1 = —H —X~== 7T/
CSCS-07-61

NEAR—-Vg .27
2010411 A 15 H

7.2 Journal TERIE R

JournalsSCERIE M (X 7-2) TiX, FFaFHiFEICXT LT, 235 LA ORI E

ANTE D,

Patentin: Journals - Demo Sequence 1

Sequence Tope:  DHA

Sequence Sting Length: 28

—Journal Publications

[Databaze Mame / Accesszion Mumber: ||

Databasze Entry Date:

Authaor[z]; I

Publication Title: |

Journal; I
Clear

d

alume: I

Publication 0 ate: I_'_'_

Relevant Residuss From: I

|szue: I

Fage Aanges: I

To: I

Journal List: lterm | Publication Title

Inzert
Replace

Delete

To Databazes

if i

Tao Patents

To Thezes

Arccession Mo,

Fraorm

To

Validate |

Save Project | ok I

Cancel Help

X 7-2 : Journals SCHERE 8E

Journal SCERIZBE T A IEHRD AT HHE: :

© gk~ wnNPE

Application Steps A = = —7>5 ., Publication Data %% L, Journal Zi®R§ 5,
Database Name/Accession Number %z A 19 5%,

Database Entry Date & A 713 %,

Author(s)IZ4 I Z ANT1T %,

Publication Title # A /195,

Ke w720 @8R Y A RvG Journal 4 %8R0T 5, U X MZARIN72WEGEEIL.

T DA EATITE %,
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7. Volume # AJ17 %,
8. Issue & AJ19 %,
9. Publication Date # A 14 %,

10.
11.
12.
13.
14.

15.

16.

17.

18.
19.

7.3

Page Ranges = A /1§ %,

Relevant Residue From & To [ZESINEF 552 AT1T 5,

Clear hZ a7 Vw735 L, ﬁﬁ@ Journal Publications 5737237 U 7 S5,
Journal List D7 —Z Z4F AT DL, Insert R %7 V> 735,

Journal List 07 — ¥ Z#E#a+ 521X, FOHEA ZMfR R L, Wik EEoEE %
EHLTHhH Replace RZ &7 U w745,

Journal List 7 — % Z#HI&x4 2 121%, FOHEE Z iR~ L Th 5 Delete 7R #
7w 795,

AN UTET =2 2GDT5HI121E, Validate 227V v 745, 0%, £ICAD
(FEAN) LI=T—2 BN D, fAS T Journal Publications f#fE— 1
7 OIERITHIN 2 % 7200,

F— X BRAFT DI, Save Project RZ &7 U w75,

BN LTCHALDIZIE, OKARZ &7 ) v o35,

fth @ Publication Data (2132 1%, To Databases. To Patents, = 7-1% To Theses 7~
Erowr ) w735,

Databases SCHER [

Database SCk 1% @l (X 7-3) TiE, FraFHBEICH LT, 2EIC LIZaORST —
AR—=RAEANTE D,
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Patentin: Databases - Demo Seqguence 1

Seguence Tope: DMA

Sequence Sting Length: 28

Databases

Database Mame / Accession Number: ||
Felevant Reszidues From: I

Database Entry Date: I___
To: I

Clear |

[tern| Accession Mo

Fram To

[atabaze List:

Inzert
Beplace

Delete

To Journals
To Patentz

Tao Theses

ifili

Validate |

Save Project |

[X| 7-3 : Database 3ZHER1E 28 &

T _N—ZERICEAT 2B HROATFE

1. Application Steps 7>, Publications Data % %R L 7-1%. Database % &4 %,

2. Database Name/Accession Number = A )9 5%,

3. Database Entry Date = A /19 %,

4. Relevant Residues From & To (ZEAINLE R 52 AT 5,

5. Clear "% %7 U w273 % &, HifD Database #5337 V7 S b,

6. Database List (27— ¥ ZH AT DI, Insert hZ %7 U w75,

7. Database List D7 — X ZE#9 5213, £OHHE 2R R L, Bk LEOEHA
ZEFLTHS Replace R¥ 27V v 735,

8. Database List D7 —# ZHIBrT H12I1%, ZDHH ZMiHZE R~ LT 5 Delete 8 ¥ >
/I A R

9. AMULET—X 2T DI121E, Validate 227V v 745, 2Dk, RIZAS

(FHA) LIeT —ZBAHEMN /2D, SASHTWRWREZ Y 7 O7 —ZIXA I

72 B 720N,

10. 7 — % {453 521X, Save Project R %27 U v 795,

1L AL THLEDIZIE, OKARZ 27 U v 7T 5,

12. ft1o> Publication Data (Z1#3¢{Z1%. To Journals, To Patents, %7213 To Theses 7~ #

NS AR A
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7.4  Patent3CERIEZR

Patent STk GBI 0 (X 7-4) TiX. $FFHFEICK LT, 2812 LI ABORFRF TS

WEANTE D,

Patentin: Patents - Demo Sequence 1

Sequence Type:  DMA
— Patent

Sequence Sking Length: 28

D atabase Mame £ Accession Mumber: |

Databasze Entry D ate: I - -

Document Humber: I

Clear | Filing D ate: |_-_-_

Publication D ate: I___

Title: |

Relewant Residues From: I Ta: I

Patent List:

ltern| Document Mo, Accession Mo,

Ihgert
Replace

Delete

To Databases

To Journalz

fif

To Thezes

Yalidate | Save Project | Ok I

To

Help

7-4 : Patents SCERE EE

Patent SCERIZBE - B 1EHR DO AT HEE -

1. Application Steps 7>, Publications Data % %R L 7-1%. Patent %3R4 25,

2. Database Name/Accession Number # A /13 %,

3. Database Entry Date # A /19 %,

4. Document Number % A 7145,

5. Filing Date # A 13 5%,

6. Publication Date Z A /14 %,

7. Title # AJ19 %,

8. Relevant Residues From & To (ZEHINL B 52 AT 5,

9. Clear i"Z %7V vy 7 45&, EHiED Patents Fi0 127 U7 Svd,

10. Patent List (IZ7 — % AT HI21E, Insert R %7V v 795,

11. Patent List D7 — % ZE#T 121X, ZOHHE ZMFARZR L, BEimEHx LHOHEHE %
EHLThH Replace RZ %7 U w745,

12. Patent List 7 — ¥ ZHIFR T 521X, £ DIHHE ZHWFAFK R~ L TH 5 Delete R ¥ %

7073 5D,
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13. AN L a AT 5120k, Validate 227 U v 745, TDk, FICAT (F
AN) LT =2 REDNI2D, FHASHLTWRWREZY 707 — X ITHED
7200,

14, WA RAFET D121, Save Project RZ %27 ) v 745,

15, AN LTHALDITIE, OKAREZ 227U v 735,

16. flL® Publication Data (27 ¢{Z1%. To Databases. To Journals, = 721% To Theses 7~
I /A I A R

7.5  ThesesICHkIF#H

TheseSCHRTE EE (X 7-5) Ti. FFFFHREICH LT, 23512 L7 AR O STk
EANNTE D,

Patentin: Theses - Demo Sequence 1

Sequence Mame: DHA Sequence String Length: 28
— Theses

['atabase Mame / Accession Number: || ['atabase Entry D ate: I___

Authar(z: |

Cear | Title: |
Publication Date: | - Page Ranges: I
Relevant Residuas From: | Ta I

Thesis List: ltetn | Title Accession Mo, Fram To

Inzert
Beplace

Delete

ToDatabases

ToJoumnals

ifif e

To Patents

Walidate | §aveF‘miect| Ok I Lancel | Help

7-5 : Theses SCHA{E HR B @
Thesis XERIZBET 2 FERD AN FHIE :

Application Steps 7> &, Publications Data % %R L 7-1%. Thesis Z &R 2%,
Database Name/Accession Number %z A 7135,

Database Entry Date = A /13 %,

Author(S)IZ4 R 2 A3 %,

Title # AJ13 %,

Publication Date = A /135,

Page Ranges = A 19 %,

Relevant Residues From & To (ZEFINLER 2 AT 5,

© N o bk whPE
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9.

10.
11.

12.

13.

14.

15.
16.

Clear hZ %7 1) w73 5HL, Eﬁ@ Theses ¥343 7037 UV 7 &N 5,
Thesis List (27— Z4H AT 521, Insert RZ %27 U w75,

Thesis List D7 — ¥ & @E#9 5120, TOHEA ZFHFE R~ L, Bk EEoEE 2
EHELTH»H Replace RZ 27 ) v 735,

Thesis List 7 —# ZHIFR3 5121, FOHEHE ZimHFER R L TH 5 Delete R ¥ o %
70 w735,

AN LT =22/ 521X, Validate 227V v 735, D%, RIZAT
FEAN) LT — DA b, FASHTOWRWIRETZ Y 70OF — X IIH%hI
AV AN

F—H AT HI2IE, Save Project RZ %27 ) v 745,
AHZLTHLE DI, OKARZ v E2 27U v 735,

ft® Publication Data (213 ¢121X. To Databases. To Journals. = 7-1% To Patents
RNAEL TV T 5,
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a8 BRI =l N7 7 AIIVDER

8.1 HEFIRZ7FAL

BB 7 7 A MITid, ST.25 WERT 5T X TOFHRMNEEN TV 5D, Patentln 3.5.1 1,
TX A MEXOBYIEREZ ALK T 5, BAIZROLFTNX, BITED Patentin 7’2 ¥ = 7 M41Z

[ ST25.txt] 2BEBMENT-bDNLRD, ZDOST5 77 A ML, Fud=r Mgt

T4 L7 MUIZENMLD,

8.2 [FEFIFET 7 A NVOIER

Sequence Generation Screen ([ 8-1) %, fERLEL TN D Z & 2 —H —(T@A L,
Flo, REPIZ T =0 AET H E@AHOA T v a 2T 5,

Seguence Generation - Yalidating Project Data

Sequences Yalidated: 0

Y alidation emors:

| Pauze after each erar message

I Wiew listing or emor log when done Start | Cancel | Help |

8-1 : Sequence Generation [E/ &

BLFIR DIERLTIE
1. Application Steps # == — ([ 4-1) 7»5 Generate Sequence Listing% 5849 % 2>,
Patentln>’ — /L X—DGenRh ¥ > & R 5,

2. BeHT—H DT —NRA L E B EZIT 5 X127 58A1E.  [Pause after
eacherror] OREDOR Y 7 A% ) v 735,

3. MERE T ICEAR E/F =T —u 7 2FRd 55615, [View listing or error log
whendone| OHEDOR v 7 2% 7V v 795, 1’?55275)%7?“5 &L BAIRERIm 7N A
BB S N D,

BCAHIVERL D Start 227V~ 74 5,
Continue RZ o %7 V) v 7 45L, MERANMKEINS (X8-2) ,
Cancel R¥ &7 U v 735 L, HERNRFTY BALINS,

lPause after each error message] % &N L CTWALEICZ T — A v —URFRIN
D e, HERR Z))EPLﬁ‘é—é

N oo o oA

8-1
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CSCS-07-61 2010411 H 15 H
Seqguence Generation - Yalidating Sequences
Sequences Yalidated: 0

Project Data Screen: Title OF Invention: Cannot be blank.

Y alidation emors:

[ Pause after each eror meszage

[ Wiew listing or ermor log when done Cancel | Help |

8-2 . 2% B @ Sequence Generation &

8.3 HBEIRT 7 A NDFRR
BRI 27 N7 7 A IIVDERITIE

1. View listing or error log when doneZ &R L T\ 255 ICESIWER DS I T- 5 & &
TSR 4 v RUICHBIICESIR P E RSN S (K8-3) . View listing or error
log when done % &R L TW R WA 1X. Project £ = = —7)> 5 View/Print Sequence
Listing & 721X View/Print Error Report% iR 35 Z L2 L > T, RIUHEREZFRRT
x5,

! New Name_ST25.txt - Notepad |Z||E|[z|
File Edit Format WView Help

| SEQUENCE LISTING

<110>= Demo Last Name, Demo First Name
<120= Demo Title
<130= Demo Reference Number

<150> US 07,789,124
151> Z000-04-10

<1g0d> 1

<170= PatentIn version 3.4
<210> 1

<211> 28

212> DNA

<213>= Demo Organism

<400= 1
abcabcabca aaaaaaaabb bbbbbbbb

8-3: BIMERY AV R

FEF TR EREFICEZEOES 2 B3 555 ORHIEE : USPTOIX, FEFICRKE A
TERRANT A NEBEINNHET LI 2—T 2727 A MTEWTWS, 60 AIRE
SEAH AR 25 http://lwww fileviewer.com?» 6 X 7 o a0 — R TXx 5, Ea2—T7 O4HIIL V] .



http://www.fileviewer.com/

Patentin 3.5.1 +—H# —X~v==27 /L TEANR—T g 227
CSCS-07-61 20104 11 A 15 H

NR—=T g % 72SR-2 Th D, USPTOIZ. VY7 F 7 =7 OPIEANR—T g &AL T
60 MBEB L ON120MBD 7 7 A V& EFIZEIT 5 Z &N TE 72, B =2 —7 1ZWindows 98
HBHOZ v 7 by TRPCTREE SNz, (1 A b— {ZiZLocalAdmin 3 L BB 7255
Nd D, ) USPTOIZARIEL ZHELE L TR WS, O K ) e AR & 2850
il LTHETFTND

8.4 EFIIRET 4 AZIZav—75%

T4 AT ~Oa—EE (X8-4) Tk, 77 A VDabt— ko NIA4 74, a’—L

77 ANDT 7 ANL, BIORat — L7 7 A LVDOEREEETE 5,

Save As @rz|
Save in; |_ﬁ 334 Floppry (A j " EF Ed-

Wy Recent

Documerts

Desktop

My Network  File pame: |DemnSequenceUsting| j Save I
Flaces
Saveastype:  |Tex Files ("ba) ~| Cancel |

X 8-4 : 5 4 A7 ~Da ' —HEE
BEFIZ D a v — 5k .

Application Steps # = =— ([X] 4-1) 7>5Copy to DiskZ #R 325,
Savein”7 4 —/V R TRIA4 74 (X84) #iEIRT 5,

Save as type 7 4 —/L R Cutxt £721%.zip O ZEIRT 5,
Filename 7 4 —/L RiZ7 7 A V4 & AT1T 5,

Save 7 Vv 7§ 5&, HEEHRNSEEIND,

Axt ZEINT 5 & Patentln&i T4 ATIEHN T 7 A NEARIFT DR E R EN
HDHMNEIMEERT D, BERENTHTHIHE, BIRLEZGINICZ 7 A vnay

I

8-3



Patentin 3.5.1 +—H# —X~v==27 /L LEANR—T g -27
CSCS-07-61 20104 11 A 15 H

—&ND, BEREENHTROGA, Patentn Tixzip BATRIET 5 Z ENRES

o,

HRR: Zip 7 7 AV, TRy =T 4 R (HEF) | N RT A AT RIAT B
LRy b= RIA T TORMATE D,

HER B, N~ RFNT 4 AT RIATHERTIHE, 2—HP—lFooa—L LT
O LURREZR AT 4 7 2 BIRT B L) IE S5,

c ALY T 4 A7 (CD) IZRAFTDITIE, oo KT 4 7 L REROBEEEZ o
CONBMETHDH, 2FV, CONT A AT FI7A4T7 Wl :FRIAT) THHD
NOLEIN, 22—V =N AT —FGH AT Da~v REF[TTEHLEND
ZEThDH, THEHOCDIZZEDL IR RTAN—0NRThH, 77 A4 /V%E,
IN=RF LRI RIATDFEDT 7 A NVPERENTZHATICEDEEEL Z &
MWTED, 774N, 7ad=r RAIZ T_ST25xt] BN H DI
5,

e

T
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7V ar9 KE—E

#O-Lid, ALETHM SN L EADOMEEEZTT,

# 9-1 : W3
W 55 WA
AN HRE N4
ASCII KENGF RSS2 — R
CDS o — RES
DID T — & b B B
DLL HAFI IV TT7A4T7T
DNA T A%V R
DOS T AR F R —T 4 T VAT A
EPO R R 7T
ET EE A )
FQT BERESNE T A b
LTR R AR B A
MB A T4 K
MS ~A7waY 7k
PC N—=VFarta—H
RBS U R Y — LHEEHEAL
STS B AEE e L
UM a2—HP—Av==2T )
US K
USPTO KERFRF R T
WIPO 5 EN A P A MERK S
WPI Web PatentIn
XP Microsoft eXPerience
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Appendix A 7 4 —/V RO#EHRIL, BX, #A4 7

FALITZ, T—HXADNEEICERIZDET £ —)V ROLAHI, TOXIGT DT £ —I)b
REgpl 1. 74—V FE, BXO7 44—t 2470 EE2rT, 74—/ KB,
R DT —H2 7 7 A )V ERIIET T =7 b7 7 A LO Patentln 7 — % Z X B[4 5 7=
DI T2,

RAL: 74—V 4, @ilF, &S, #A47

74—V K 74—V R4 74—V R TAL—=IVREALTS
20| - A-T N7 7y b N-EF
N/A PAERES/ A NS 8 AN
<110> HUEE A4 1200 AN
<120> FEI DL R 240 AN
<130> 77 A ISR 60 AN
<140> 8 R & 23 AN
<141> T HHRE A 8 N
<150> S R e - 23 AN
<151> SelEfR A 8 N
N/A Bog 7 7 A V4 8 AN
<160> Bl 513 5 N
<170> A NVEYS 60 AN
<210> SEQ ID No.D [ 5 N
<211> B X 6 N
<212> ] 3 A
<213> A 60 AN
<220> I {u 0 B
<221> Name/key 20 AN
<222> A 12 N
<223> fth D753 260 AN
<300> SR R 0 B
<301> EoE A 120 AN
<302> (TiEh) 4 120 AN
<303> T4t (%) 40 AN
<304> K 5 AN
<305> K 5 AN
<306> PR 20 AN
<307> H A+ 30 AN
<308> T MR AR e 45 AN
<309> FT—H_X—2ZANH 8 N
<310> SRR 18 AN
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CSCS-07-61
74—V K 74—V R4 74—V FE T4 —IVKREALT
Bl ATNLT 7y b N-BFE
<311> H A H 8 N
<312> NTTE 8 N
<313> B~ 5 Fk Ik 20 N
<400> i A1 BH A 100,000 AN
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Appendix B [E=— F

#B-11%. Project Dataii ([X] 4-2) @ Current Application Number, ¥ X U'Prior
Application InformationEii (IX] 4-3) ®Prior Application Number~ ¢ — /L RIZ AJ13°
LDHEIMERT oEa— FO—EE2 R,

FB-1: [ E=—F
a— K E4
AF TIH=AK
OA 7 7 U J FHIET A HERERS  (OAPI)
AP T 7 U o WRPESEFT A MR (ARIPO)
AL TN =T
Dz TN 2T
AO A=
Al TUXT
AG TUTATT « IR—=T X
AR TN T
AU F—ANT VT
AT A —ARNIT
BS 2NN
BH N— L —
BD NTTT 4y
BB LN KA
BE ~JLF—
BZ Ny =X
BX NIV AP EIRE)T
BJ N=
BM NI 2—X
BT Tk
BO AT
BW ANVAVA R
BR 7T
VG JERH N — D
BN TIERA LT — L
BG TNHIT
BF TNNXF T 7
BU | =i %4
Bl TIT 4
CM T A IN—
CA d
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LEAR—Ug-27

CSCS-07-61 20104F 11 A 15 H
= E4
Ccv T =RV F
KY A
CF a7 7 U HeFnfE
™ Fx K
CL 7
CN H [
(6{0)] oL BT
KM O u
CG s |
CR ALY T
Cl a— T4 U FT—Ib
CuU X 2 — N
CcY X7 2
CS Fraza X7
KH REHVRYT
KP R R R LR [E
YD AT AL
DK T—7
DJ T4
DM KI=%
DO R =HdfnE
EC 77 KV
EG =7k
SV T R R
GQ REX =7
ET e =
EP KN FFFIT (EPO)
FK T —2 7 NiglE (VBT X)
F T g
Fi T4 T VR
FR 77U R
GA HRY
GM Hoer
DD KA REFE
DE R A > N ]
GH =
Gl T IIHE I
GR XUy
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LEAR—Ug-27

CSCS-07-61 20104F 11 1 15 H
Si= |i¥ E4
GD 7
GT TTT~<7
GN X=7
GwW =T Y
GY AT
HT NA T
VA HETT
HN KT 2T A
HK T
HU INTTY —
IS TAAT R
IN AR
ID A RRTT
IR 17 (A A7 LIFE)
1Q 177
IE TANT R
IL A AT )b
IT AZ2VT
IM T~ AT
JP BN
JO = AN
KE T=7
Kl X7 NF
KW 77—k
LA 7 F A
LB LX) v
LS [FZ
LR Yy
LY yer
LI VerovaXZAr
LU NI TNT
MG <~ A H A
MW ~7 U4
MY ~ L=
MV EILT 4T
ML <
MT <)L A
MR T—UA=7

B-3



Patentin 35.1 = —H —X~== 7T/

LEAR—Ug-27

CSCS-07-61 20104 11 7 15 H
Si= |i¥ E4
MU ET—U v X
MX AF o
MC S
MN S
MS T MET B
MA Ty
MZ SN 4
NR F o
NP TN — )L
NL *T B
AN FT BT T 4V
NZ :1_:/_.3\/ ]\
NI =TI T
NE = xz—)L
NG FTAT 2T
NO SV = A
oM F~—
PK INFRAH
PA INF =
PG RV =ma—F=7T
PY INTTTA
PE ~)L—
PH 74
PL A—F K
PT AN I
QA A — )L
KR R[]
RO J—< =7
RW N H
KN BRI UVARNT 7 — e XU 4 R
SH o kAL
LC v LT
VvC N Ny AP G (N A 2 Al
WS U
SM UaANGs UV
ST Foh—RX Y R
SA HoTTIET
SN N Iy
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LEAR—Ug-27

CSCS-07-61 20104F 11 H 15 H
Sic= ¥ E4
SC tT— b
SL VT LA —x
SG U IR—Iv
SB yuaE L itE
SO V<07
ZA BT 7 U0
SuU Y i
ES ANRA
LK AT H
SD A=K
SR 2SRy RV
Sz AT T R
SE A 2 —TF
CH AA A
SY T
T™W w15, FEHE
TH A A
TG h—=
TO Nl
TT RU=F—F . ko=
TN Fa=7
TR kLo
TV A
UG K
AE 777 RENER
GB A4AXY R
TZ KW = A IR E
us 7 A Y I ERE
Uy TIVTT A
VU Ty X7
VE R AT T
VN N RUA
WO R NPT A HERRES  (WIPO)
YE AT A
YU 22— AT T
ZR A —L
M VAV e
W UNRNT T
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AppendixC XZ VAF KRYFLy b (2 RY) L1XFRBIV3X
FOT I ) Ba— FOEHR

FC-11Z, PRTL T — X ZESIHM 7 4 — L RIZXF— A L7=0, PRTBT—X %A
AR—HFL7ZV, BEAHHMT 4 —/LV ROPRTLT — X &EH LTV T 57-OIHEHTE S
XFO—EERT, *METDHIXIVAF RN T Ly b —21F, B¥ET v =7 b
77 A NOERFIZ, COSOFFEEFF>a Ky (X7 L AF R T Ly R) BT T
72 R (PRTI3) IZEH SN D EXITHWWBND,

KC-1: XTI VAF NXFET I ) XFOEH
PRT/1 | PRT/3 T AXZ VEAF R
Ala gcu, gcc, gea, geg, get
Arg cgu, cgc, cga, cgg, cgt, aga, agg
Asn aau, aac, aat
Asp gau, gac, gat
AsX
Cys ugu, uggc, tgt, tgc
Gln caa, cag
Glu | gaa, gag
Glx
Gly ggu, 99¢, gga, ggg, ggt
His cau, cac, cat
lle auu, auc, aua, att, atc, ata
Leu uua, uug, cuu, cuc, cua, cug, tta, ttg, ctt, ctc, cta, ctg
Lys aaa, aag
Met aug, atg
Phe uuu, uuc, ttt, ttc
Pro ccu, ccc, cca, ccg, cct
Ser ucu, ucc, uca, ucg, tct, tce, tca, tcg, agu, age, agt
Thr acu, acc, aca, acg, act
Trp ugg, tgg
Tyr uau, uac, tat, tac
Val guu, guc, gua, gug, gtt, gtc, gta, gtg
Xaa | any set containing “n”

X|<|<[E|H|wn|o|n|Z|X|r|—|T|o|N|mO|O|wm|o|Z|T|>
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Appendix D X 7 V45 KRB DR

#D-1i1%. Sequence Type& L TDNAF 72 IZRNAZ SHRIIZIER L TNamesR Z & &R
L7z & EICEAIEEICE RSN 5. NucleotideFidH DR D (FEBFIETHD) —E 2R
T, X7 LAF KO U A M, NucleotiderR v 7 ADuiD Flaj& KHAZ 27 Vv 7345 L
IR Y A MMZRREIND, EBRY X SOBRSNORHSEZ 7 U v 735 &,
Feature/Name/Key~ ¢ —/L } (<221>) (ZECHI DKL NFRR SN D,

#% D-1: X7 VA F REH DB

‘3?__

G2

allele

R DR £ 7213750, Z OFENME (B X OO EOSEE
bHd D) IIAET DEH & Ba7p B [F— DB T D E L= RIFE DO
A RLTW5,

attenuator

(1) BT OFENTHND DNAEKRTH Y . W ODDEITA
~u OB AT 5,
(2) FmE—F—L WBEEOHIILKT 25 & 23Ry O S
BAR T DRI & D ECHIEAL,

C_region

FE 7 n 7Y OBHEB LOEH, THRLE7 4 =07 17 78
N—Z B W= DT I,

CAAT _signal

CAAT R > 7 2 : RNA 7RU A5 —FRESICHEE TX AEAEY DOILRE
BT OBAIR S B T6bp  EIRICHIE T D ARAFELS DO —Eh, Hmics|
=GG(C F7-1% T) CAATCT

CDS

a—F 4 UTEE] BT EROT S BEANC—BTAX T L
FF RORES| ((iEiTkkit=a R 28t) o BEE LT, 73 /8
OBEEFIRRN & 5,

conflict

[E— ] EEANOME OPEN = OBFATE 72 13 fEk TR 5,

D-loop

L — 7 RNA OBV 2 DNA i & %2 D<K B3 har KU T

DNA NOOFEIRCTH V. Z OFEIK TILdD/S— hF—D DNA $4 & & X b
%, RecA & /7B K AMERGNZ B W THEE A o _X—H — |2 &
2% 2 R DNA O 1 KOSHOFEBOERR AT 572 DI b S
%

D-segment

GoE a7 U L OEMHEB LIONT ML & 7 2 —8H 0O MR

enhancer

(W< 200) BT v — 2 —OFRH 2R 5 2 AEHELS
THY, 7rE—F—2REfEL LT, WTholimks X OFEME
(EFEEZIT T ICHERETE %,

exon

AT TAAENTmRNA O—EBIZ L Ca—F 4 v 79545 ) LE
I, 5'UTR., T _XTCDCDS, 3VUIR ZEirZ LN TX 5,

GC_signal

GCARw 7 A ot —, F3WTNOHE TR EAAEY
DERG RN O BRI SO _EFRICALE T D RAF GC [T & Tendil, IimAds
—gggcegsg
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¥— B

gene BT E LTRHESN, ZBPE DY TONTWDEMFIICEE
7R RN

iIDNA JMTE DNA : EEOFEE O A ML 212 X > THERR S 415 DNA,

intron BB X5 DNA DENETHH D, WTHDOMOBEH] (exons) &4k
ICAT TA AT DHZ EIL > TIREYMORBENLREIND,

J_segment 7 a7 ) COBRHEEHBIRNTMiaL 72— 7 VT 7
B, N—ZH. Ho~BEOEAENL,

LTR EWKRV E— R THY, BFL ha vy /LA TR SN DR
D, EFe S NT-EH O CEEEE D I’ S 5B

mat_peptide RN T F R ETNIRAS o7 E D 2 — REFIC, TR OELAf
R < BREAFE T2 1T i&_ T F RET2EZ o BT 52— R
B, (FAEACEIT& I RU2E £ (g2 CDS & 7
%)

misc_binding ofEAEFE s (primer_bind F£ 721X protein_bind) THR T 72\

BIDOE S 2 GRS I3RS 3 DR OS5,

misc_difference

KRR OB DS, FRHEHFFIORENTZHD L Rey | thoFHE S —
(conflict, unsure. old_sequence, mutation, variation., allele

F7-1E modified base) TERIR T2V,

misc_feature

L DFFH D ¥ — TREIR T & IWEWFRCHE R, i, =
FIFEN R

misc_recomb

fllOREAHEZ F— (iDNA B LW virion) FidxY —AF—
(/insertion_seq. /transposon. /proviral) TR TX72\ )2 K
${DNA DYl KOS 1N H D56, b, ZDgGETE
HOF T 13 E RO I 2 5L,

misc_RNA

ft,> RNA % — (prim_transcript. precursor_RNA, mRNA, 5 clip.
3 clip, 5 UTR, 3’ UTR, exon, CDS, sig peptide.
transit_peptide, mat_peptide, intron., polyA_site, rRNA,
tRNA, scRNA, snRNA) TREFR CTERWEREY)E 7213 RNA ARk,

misc_signal

o> 7 F % — (promoter, CAAT signal, TATA_signal, -
35_signal, —10_signal. GC_signal. RBS, polyA_signal,
enhancer. attenuator. terminato, rep_origin) TELaR TX 7RV VE

P HEREE I IRBL A 2 IIE T 5 72 E ek,

misc_structure

D ERE 5 (stem_loop 38 LT D-loop) THER TE 720 2 kA
1. 3 RIS, F IR,

modified_base

RESNIZX I VFF RBNMEMX 7 LFA RThHY, faEIhizy
1 (mod_base (Effi DA TRIND) LEBRTLHINERD D,

MRNA A v U RNA, 5'OFRFEREE (5'UTR) . ==— RBEZF] (CDS,
exon) F XN 3'DARFFRGE (3'UTR)

mutation BHRHA, Z OFENE ORI BT DR REREHT 5,

N_region

BEEINZRE 70T ) M ORICHEAS NSO R 7 VF A
.
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X — B
old_sequence TRENTZEANN ., T OIFEMEOESIDIANN— g 2 8ETT 5,
polyA_signal RYTTIL—ya VORNIZAET S RARGEY O RX 7 LT —
2 K D BT B A AR AR I
polyA_site HEHBORY) 7T = —va L0 7T = U RENBME L5 RNA
¥ 5 DB,

precursor_ RNA | F/REARNA 1272 > TE BT, 5'D 7 U v 7 S nuf-fEk (5'clip) .
S'OAFHRMEEL (5'UTR) . =2— REHI (CDS, exon) . JM7EECS
(intron) . 3'OAFMERGEEL (3'UTR) 3'D 7 VU v 7 S FU7- fEIK
(3'clip) ZEHDH T LN TE D RNA ML,

prim_transcript B 1 (P TRAED) OEEY T, 507 ) v 7 SHLT-EK
(6'clip) . B'OARFER#EE (5'UTR) . =— KFAELHI (CDS, exon) |
STERLS] (intron) | 3'ORFERFEW (BUTR) | 307V v I
FEIK (3'clip) Z#EHDH T EMNTE D RNA FE,

primer_bind B, G, FIIRE LG T DO OIEAE T T A ~—HiH
DYEFTTHY | FIZIE, PR 7T A ~—FHRe ORI & &,

promoter LB % BIAT 72 DIZ RNA R U A 7 —E OFEEICBI 5372 DNA 43 1
b omE,

protein_bind e DIEIA X o T B DORES T

RBS VR Y —ADOEEST

repeat_region U E— NHENLE G T ) A OREIR

repeat_unit H—U v — NEE

rep_origin BROELETTHY, 2 O0OF—a—% 52 57-DIEOET A B
b4 55T

rRNA RV R Y —ALRNA THY, 7T/ BEMAGDOETH I EE
TEBL U AREEERYE (VAR Y —2A) O RNARERETE,

S_region a7 ) OEMOUID BRZERTH Y, [ U B M5 R
HEE T a7 ) CEROREEL AR Z JEEH DNA O ELEICES 5T
5,

satellite (A= F7IIBE T 2) FWEARD Y B — ML A {EHT R &I

DIRL7ZHDTHY, Ny (FENRR) 7 5DNA DS SEET
T D7) D L B DY E IO E 2 AT 5 b D%

AN

SCRNA INSUDHIIEE RNA, B L O (Frx) BEEAMOICIFET 58
BDO/NSUVHIE RNA 3D 1 D Th 5,

sig_peptide VT FNRT T Ra— KBS, WS id X 737 0 N KimiEi

Oa— FEHIThH Y, = ORBRITREMOR Y ST F et
SHLHZ LGS, V—F—F,

SnRNA /INEUVVEZ RNA, FIEEZICPH UIAD AL TV D RED/NS U RNA FED 1
STHY . snRNA DWW DML, AT T A 27 E 713> RNA AL
OB 575,
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3?.>._

ki

source

BH DY EFP D EM TR Y — A ZKFET D, ZOF—IIMHATH
%o & HWHRHMFHITHIXTHEINERICB L SHE—-DY =A%
—Z2AT 5, 1EINTHEBEO XNl shb,

stem_loop

AT BV, RNA 721X DNA O | RE{OBEEET 2 (W) FEMRIELS D
M OIS EIC X > TR SN D 8 58 AMEE,

STS

BOAERR S A b, 7 A b~y B T OEEE L TORHSE AL
T HENWE—I ' —DNA B THD , PCRICK -~ THRETE 5, 7/
LOMEIL, #fE T D SIS DIEFEZRETHZ LITL>Tv v B
JTED,

TATA signal

TATA 7R w7 A, Goldberg—Hogness /R 7 A, BEAEMRNARY X
—B M OFHREHNL OB L VK 25bp AT & 577 AT IZH
septamer, = DERZEWENIIIE L K EEZ BT 27O DEE (L
EAbET 52 LICBE5T 5, HEfdd=tatala £/ t)ala £21%
t)

terminator

REW DR, FRIERNA R Y AT —VPICHIEE K TIE5 7+
— X — AR BB T A DNA RS, U Ly h—Z R0
DREELATTLH D,

transit_peptide

BT TF N a— NES, R b Szl g E DX R E
O N RUGBEIUC AT % = — FEYI, Z O, # ™7 H &2l
WNEEEICHIFRIRISEAT 5 Z LICET 5,

tRNA R N T AT 7 —RNA, BEEERCHI DT X BERES~DFHER & 3
%/INEUNRNA 43F- (7585 ML)

unsure BFH N Z OFEE O EZBEOBSNZ DWW THE N 722 &

V_region a7 ) OB EEE, BIOTMRLE T2 —DT V7 7
B, N—& 8 T ~8OREHEK, LT I Ry 03—
K., V_segments, D_segments, N_regions. J segments /> DO T
%,

V_segment EIa 7 COREEEH, BIORTMRELveES Y —DT7 V7 7
H, N—F . T~ EHOREEA, 128 A EDRIZEfEK
(V_region) BIXWY —F—XTF ROREDDOLT N RT I JBED
a— K,

variation RBIHCRH N, ZOIFEME (BLOMMOGHTOLELH D) ITRS
NTWHESE B DR UBifa (BlxIEX, RFLP, ZERE) 1D
DETE LT =R B E e,

3'clip REEHIZ 7 U 7 D BB E DR E D 3 DIE & A & DRI,

3UTR HURTEICERRE N ik Roo®go) REA L -5 o
3R D FE L,

S'UTR & XTI E ey (Bha R OR1ID) i L7285 D
5 R i oD RE L,

-10_signal TV TF IRy 7 A, RNARY AT —FOREAIZEES T 5 ME MRS
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= B
BN OBEE S B EWISH 10 bp ORFENEL, HLiEhkds=tataat
-35_signal PR B AL O BRAA A B _EFEHK) 35bp DIRIFEND 6 Bk, 3t
Wil y=ttgaca [ ]FE721% tgttgaca [ ]
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Appendix E 7 X / BBECLF D4

FXE-11%. Sequence Type & L CPRT % HH[IZI®EIN L TNamesh # > 23R L7- & Z(2fd
FIEENICR R S 405, AminoAcidsBieZ DR D (T 7 7 Xy METOD) —EE2 R,
BEH DRI D U A M, AminoAcidsiy v 7 ADu?dD Rl & KE1Z 7 U v 735 L3R
JAMIEREND, ERY A NORSOFEZ 7 Y v 73 % L Feature/Name/Key

7 4 =)V RIZEA DOFHEA N Fom S D,

% E-1 : Amino Acid Sequence Features

X — A

ACT_SITE FEEDOIEMEICB G 57 X 8

BINDING LFEOREE AL (iR, MRS TR E) . EOLFRIME
Bix, WEOARICTRE I D,

CA_BIND TV T DA SR O i B

CARBOHYD 7V av—3a O, EEOMWEIXZ BEmTH DY
) . PHEOARICTERH I ND,

CHAIN RIS LR DR Y RTF REHOFH

CONFLICT DML T2 HESN 2 W LT D,

DISULFID VAT 4 NG, BlMER LKL SRENDO P AT 4 v REER T
HE L2 2 ok s R L Cnbd, BIlRA EKIESRFE—TH
L%E. VAT 4 FEGIREMOC AT oV NEieERL. 4
BOMEIZHMEBOAICTEH I NS,

DNA_BIND DNA #it A fEsk 0 i B

DOMAIN B4 oo BRI O, = OB OME IXIHME O ARSI THE
Shab,

HELIX TR, ~U v T A, ) an~ w7 A 3(10) U w7 A
r~U w7 A

INIT_MET BN A = —Z AF A= THRBENS Z L THaH5nTWY
D,

LIPID NEECHE 7 DILARES

MAT_PEPTIDE | ji 7T R, AT F RO T T R, E 23 R%E
il < X 2oy B ERRY OB

METAL BRA AL OREETNL, ZORBOMEEIL, WMEDOAICE
#HIhb,

MISC_FEATURE | fth >R D % — TRk T & 7o WA SR EE 258k, 5 L
A= el = = 5 g WA 5 S

MOD_RES FHRR 1% D 7% FAE fif

MUTAGEN FEBRIC AT U 7= 35T

NON_CONS ik L, Blslo 2 ORI ER TR <, IS TV
WE L DIRENZORICH D Z L ZmRT,
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X— F.HA

NON_TER BLAN DRI & HFRIED . RimDFREE T2, A& 1 IZEH T
Bl RAIOMNEIZREESTONKHTRN EEEBEWRT 5,
REDONEICHEHAT 5L, ZOMEITZED O C iR TRV
CEEERT S, ZoOF—IHMEOAICTEEH I N,

NP_BIND X VT R RGO, X7 LF A KU BN
Hix, HHEOARICFRFH I ND,

PEPTIDE TS PEA 7 T R O#iFH

PROPEP 77T KO

REPEAT PRSI D R AE O P

SIGNAL VT FNAEE] (FLATFR) O#PH

SIMILAR fithod & > X7 E RSN & OFLL O, BIANBEE S 5 B
WX, HEOAICFHIH NS,

SITE Bl gl b D2 Ot oo B E A

STRAND TWkiES, BEH. B) KBRS LB, I oBEL- B4R
Farh oFE L

THIOETH FH =T NG, BGR K IEANTF A —T R L -
THREE SN 2 SO EFR T,

THIOLEST F AT AT NVAES, BER EKIESERTF AT AT VERIC K -
THEBENTZ 2 >OERAZFK T,

TRANSIT X7 RO#E (X har KV 7, 7aarl I3 2F v 7,
FEI 7 ueRT 4 —ICBT5)

TRANSMEM JBE PN S ek 0D it

TURN “iEEOH— >, fl) HERA—Y B-F—r, 4-F—
FIT -2 —)

UNSURE RS AIAME CH 5, HHZ DR OFEEIZE L THERE 2372V il
F|OFEI & Feak 3 B 7= O35,

VARIANT FHE DN OERENET HZ L afE LTINS,

VARSPLIC REATTA 2 I X VAELN DB O RIKDFLIR

ZN_FING DUy T g v TR O i
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Appendix F MOD_ResElF| DB DT —Z &K

fHERFIZIX, Sequence Typed: L CPRTZIEIN L., =/IN Y X FHHOESIDORFE S
MOD_RES% ZFRijICIEIN L 7= & X [ TFeaturesfij [ 1C Fs S5, 1BINOZE T

(MOD_RES) Sequence Features® U 2 ~ (7 /v 7 7w KIR) Zitald 5, 8#IRY A
N OESI ORISR AE 7 Y » 7§ 5 & Feature Name/Key 7 « —/L R (<221>) |Z
MOD_RESH#/R S 41, HAIIMOD_RES (FF-1) (Zx9 % Add the following MOD-
RES to the Other Information field723 %7K X1, KRIZMOD_RES (FF-2) BlHIDOFEIZ
%9~ % Add the following MOD-RES to the Other Information field/3 & R X115, 25D
Add the following MOD-RES to the Other Information fieldDW 3" 4uay, 7213 05
W Tx | 5 —Z(XOther Information” 1 —/L K (<223>) ICFK I 5,

% F-1: MOD_RES E25|DAFBIZ T AR DT — X F*

¥ — i
(L) 72l (F7FANVNDOF T g )
ACETYLATION N KU £ 7213% Oth
AMIDATION RBIEMEA T F KD C Kl T— %
BLOCKED N RIS EIL C RO RMER T v v 7 K
FORMYLATION N R¥gD A F A =BT 5
GAMMA-CARBOXYGLUTAMIC TANRTEL . TANRTEUEE. £7-013t
ACID HYDROXYLATION 2F N B
METHYLATION — RN P FE R T A = BT
PHOSPHORYLATION Uy, FLAd=r, Fu ., T AR
XU, FRITe AFI AT S
PYRROLIDONE CARBOXYLIC WHEERI T 7 ¥ L& TR L7z N K 7 v &
ACID < U
SULFATATION — Rz TF e v BT B
% F-2 : MOD_RES EEFIZxf3 58 2 DT —F &K
LA B
(L) 2 (FI7FN DO T g )

Aad -7 )T VR

bAad 3-T )T VR

bAla R—=FTF7= RX—=FTI)7n

v R

Abu 2-7 2 &R

4ADbu 4-7 X JEEER, R VUM

Acp 6-7 X h7a g

Ahe =T X ) NTH ) AR

Aib -7 2 ) AV EEER
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EVE2 EIR
bAib -7 X A VIR
Apm -7 I A R
Dbu 2, 4T X EEIR
Des TAET Y
Dpm 2, 2-UT I AV VEE
Dpr 2, VT I /ERAY B
EtGly N-=F 7Y
EtAsn N-ZF )T A/NT X
Hyl =N
aHyl Tu-t FaXx o
3Hyp REl il = A =) A%
4Hyp 4~ e rml) v
Ide AT ATV
alle Ta-A4YuaA
MeGly N-AFNT Y, Hravyr
Melle N-AF A Va3
MeLys 6-N-AF YT
MeVal N-RXF LNy
Nva I ZaViVs
Nle JoaaA
Oorn FIN=F
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Appendix G EBINDIEEELF D KK

#<G-11Z1%. Sequence Type& L CTPRTZ =N L, BIRY X M OESIOKFE D HLIPID
ZHANCER L7 & & |ZFeatures i IC R R S V5, IBINOIEERSOFEY 2 N (7
L7 7y ME) ZF#iT 5, Sequence Feature Pick Listo>Sequence FeatureZ 7 U
73 % &, Feature Name/Key” 1 —/L F (<221>) ([ZHEEER RS, S HIZAdd the
following LIPID to the Other Information field 732/~ =41 %, Add the following LIPID
to the Other Information field7» &7 — % Z @&+ 5 & | 7 — & LOther Information™ ¢
—/L R (<223>) TR RSIND,

* G-1 : BINDOIEEEF) DB

X— A
(L) 2l (T 74NV FDF T a )
MYRISTATE RS NI EDN K 7 ) v I E 3TN Y v
VERHEEAD, SV RAFUBOT I NS
PALMITATE VAT A VA D IOV FUBRDTFF T — T LEES
HHNMNIEY CEIX P LA = UEREAD UL FURR
DT AT VEEE
FARNESYL AT A UEREA~D, T VRN EDOTF A —T L
AN
=
GERANYL-GERANYL VATA VERIEAD . FT VT = F D F G —F
VA
GPI-ANCHOR AL XTI D C RImFEFED, o VIR F UL EEA~D
TVaAV)WVHEAT 7 FVNA v h— (GPI) ROFEE
N-ACYL DIGLYCERIDE | 7 RIfEA L-fEllA L = AT VEESIC L » T 2 DDfs
WHEEDMGEA L= 7 U ' U VI Z R ORI A O L7
UIRZ L /XTEDN Ry AT AV
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Appendix H BEFIBIM 7 ¢ —/v ROE R 23T

FH-1Z, EHIBH T 4 —L FIZF— AT L7220, DNAEZIZRNAT —H & A 7R— |
THLEIC, 7402 ELTHERTES2XTOY XA NERT, PRTILEB X UPRTIZ DT
—Z U AN, BRI 27 N7 7 ANVERTIC L SLFEOR R ET — 3R
TT7 2 VKRR (PRT/3) T — X IZEMINHLAIHERHT 5,

* H-1: B2FIAM 7 4 — /v OB R/ X F

DNA RNA DNA/RNA Protein/1 Protein/3
a a a A Ala
g g g C Cys
C c Cc D Asp
t t E Glu

u u F Phe

r r r G Gly
y y y H His
m m m | lle
k k k K Lys
S S S L Leu

w w w M Met
b b b N Asn
d d d P Pro
h h h Q Gln
% % Y R Arg
n n n S Ser
T Thr

Vv Val

W Trp

Y Tyr

B AsX

Z Glx

X Xaa
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Appendix | ;BNDModified_BaseBt 3! DR

#1-11%. Sequence Typed L CDNAE 72 1ZRNAZ FHETIEIN L, TR U A S OES]D
K517~ 5 modified_baseZ S RTIZER L7= & & ([ZFeaturesHEH [ ICFH R S5, BIND
modified_basefil 5| DFFE Y A kb (777X MR 2579, VA NHOESIOR
7 Vw73 %&, Feature Name/Key” 1 —/L R (<221>) (Zmodified_base?> 3K~ 41,
Features&| i |~ Add the following modified_base to the Other Information™ ¢t —/L K735
REND, BRY A MO T—FE@&EIRT 5 L £D7 — &% Other Information™ ¢
—/L R (<223>) TIN5,

% 1-1 : Modified_base BZF D Hi#%

AL B
ac4c 4-TBvFNF T
chm5u 5- (W/LARFT e PR AF0) vl o
cm 2-0-ATFNTTFT T
cmnmb5s2u | 5-H VIR F U AF VLT I ) AFN-2-FF 7 ) v
cmnmb5u S-HIVRF TV ATINT I ) AF LY
d D =l =Ry B
fm -0-AFNTIA R
gal g NR—=% D-HF77 b Faxti v
gm V-O0-AFNTT )
| A
i6a N6~ VR T=NT T )
mla 1-AFNT T )
m1f I-AFNTIA R
mlg 1= AFNTT )
m1l 1-AF A )
m22g 2.2 AFTNTT )
m2a 2-AFNT T )
m2g 2-AFNTT )
m3c FAFINFT
m5c b= RAF I F
m6a N6-AFILTF ) v
m7g T-AFNTT )y
mam>5u 5-ATFNT I ) ATFNT YV
mam5s2u 5-ARNFUT I ATFN-2-FT AT Y Vv
man q N—=F D~ /) NVFaxF T
mcmb5s2u b—A RFXF IRV RAFIL-2-FF 7 ) v
mcm5u 5= A RFIHILR= )L AF LT )
mo5u b-A R
ms2i6a 2-AFINFAN6—A VX T =)VT T )
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AL B

ms2t6a N-((9-R—=F-D-URT T )= N-2-AF VT HT Y L ~6-5) h )L
NEA)) hLF =

mt6a N-((9-R_R—=F-D-URT T )= )TV —6-H)N-RAF LT L RE
A)V) LA =

mv Y5 AR UFER- A TV ATV

o5u A I A e o (173

osyw IAT R ¥V

p TIA Ry YT

q XA

s2¢c 2-FF AT

s2t S-AFN-—2-F A7)

s2u -F AT YT

s4u b=FF 7 YT

t S-AFNTY

t6a N-((9-_R—Z-D-URTTF ) =3I NT Y o—6-FIN-TI N AREA L) k
L 4=

tm 2-0-AF)N-5-AF N7

um 2-0-AF Ny

yw IAT R ¥V

X 3BT /-3 INARF-Tar )y, (acp3d)u
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Appendix J AR

J.1 Microsoft® AccessiZB4 %
(Section J.1 is only applicable to Patentln with versions prior to Patentin 3.4.)

Patentln 3.1, Patentln 3.2 35 JX TF PatentIn 3.3 %, Microsoft? Access 97 © 7’1 77 LA Th
% patin2xconvert.mdb (28 7= SN TR Y . 2O 17T AIZiE Patentln 2.1 Tl
THEMET —HR—AT 7 A N~DY I PNEENTND, ZOT 4 L7 ) EFRT
511X, Link Table Manager 21 > A b —/V 9 5 0LB N & 5, [FEEIZ, Patentln 2.1 % &t
HELA T=9121%, Data Access 7 7 A /LIZ dBase 5 ZfHAIA T LBEIN & 5,

Ji1.a Microsoft® Access 97 DA » A b—Jb
Office 97 HO— 72 FIE A LL FIZRT,

1. CD M5 Setup FEITT 5,

2. Custom A A h—/L&ZRINT 5, WHEDOA A N—/LTiX, LERTXTOALR
— X MW A A M=V ERR,

3. Microsoft® Access % R 95,

4. Change Options K& > %27 U v 745,

5. Advanced Wizards % &R 45,

6. AA VHEIEIZES,

7. Data Access Z IR 5,

8. Change Options h % > %27 U v 79 2%,

9. Database Drivers % &R 4 %,

10. Change Options h % > %27 U v 79 %,

11. dBase & Microsoft® FoxPro Drivers % &35,

12. A A VHEEIZE S,

13. A VA M= Z/&T (13BN 3%,

J.1.2 FREDOE

1. Patin2xconvert.mdb |, CWPlexe E[RILT 4 L7 NVIZHDIMERHY | £/, £
WA VT T4 VI NURHLILERD S,

2. Patin2xconvert.mdb i, >R — b RMTONDT=NZY 7 B HT 5,

3. Patin2xconvert.mdb % {#E5I/IZFH < & . Microsoft? Access DT XTD a2 R—F 2 bR
EHTX D0 ERTX 5,

a. Link Table Manager |3, Office 97 @ Tools | Add-Ins ¥ & O~ Office 2000 @ Database
Utilities (Z& %,
b. File | Get External Data | Link Tables - #{R3 5 &, NI A N\ZHERETE 5,
From File Types 7% dBase 5 (*.dbf) Z A1 > 27 /L—RLTWAHIXT TH S,
4. patin2xconvert.mdb (Zi%, U L—=3 3 UDHERF S LTV 7220,
5. patin2xconvert.mdb 725 1d, 22— RSN TE 20,
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6. patin2xconvertmdb 725 DT —ZIRKRIX, Vo7 LT —FHHEZTHTEH720,
VERGAETHHIETEX 2, (FHT —20%A1F, BTF0T7 =2y 77T
T THI L, )

7. Microsoft® 7> HEAT ATREZR = 7R —31 > RO MDAC 1%, DA Y AR— N &ZFETT5
IZIE R+ THIHEAEND D,

J.2 —EEYse b

1. A A =i, %2 2—# |2 Dynamic Link Library(DLL) &S MELTH 5.,

2. Patentin3.5.1 TiE, v 7 X —AanFEHIND,

3. EFEICEWESNOMBEEREZWO T 2D, X—AMNIT—FE2TLAX v (i
7)) L72Ruy,

4, 77 ANEFEITYY RO CopytoDisk ix, ™N— KT 4 A7 R4 7 LIZBEICH D 7
TANENBAT 4 TICa =725, @, "~ KT 4 A7 KT T~Dar’—|
FEEHTE 2R,

5. ~NVT 77 AMEASCH 77 A NV ThDH, ZDT7AMIn—HLTEHFRTE, H
ERE~DOFIERM S & ATV D,

6. MEDIERTELIIELLOXITEYF., v Ea—X @Y IZA VA F—LERN
TWRWREN D DB DIERTH D,

7. Windows XP (%, 774/ hTix, A F—%2 XN LY — A R_R—DT v H—F 4
VUIMFEIREINIRNE DI o TN D,

8. v UREMEM L72 T Patentin A == —%F/R T 5121%, RO TFIEEFEITT 5,

a. At —Z24 L A= —2EET 5,
b. Alt F—%HfEd,

C. AALAZa—MNOLT 7EBAXZT—%2MT L, TNAEXT Ao —RRIREN
%,

d NE T Ama—ET 7B AX—%2WT L, BERKTT D,
9. U AZAEM L72\\T Patentln [ Z £ E) 9~ 5 (21X, IROFNEZ FEITT 5,
a. Altx—ZM LT 5,
b. RZ DT 7 & AF—% M7,
S, BREBMNRRER IND TEIXROVN, AT T RAZOWTIREN D 2560
HbD, L., HEINTWZRWIEITMR TE 220,
J3 A VA M—NVBLOT R MIETAER

J.3.1 Patentin® A > A s —/L¥ X U’Repair

Patentini{X, JKDOURLDOUSPTOY = 7 X—UNBPCICA 7 a— RT&E 5,
http://www.uspto.gov/web/offices/pac/patin/patentinrel.htm
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Patentin 3.5.1 DA > A Fh—/FIZa v Ea—% FTEEL TWATRTOT Y r—3
avZAL., Va7 X—U FICRRINDFERIZNEV, Patentin35.1 %24 o — KL
TPCIZA VA R—LT B,

Patentln 3.5.1 Z#EfTL L 5 & F 5 MicPatentinzZFH A A F—1T5ZLERDEND,
INDHAET HOX, Patentinz EATT A7 OICMER LI A N F—RN L%
PatentinM@H L7 & & ThH5H, T, PatentinDIHAR—T g 027 A A R—L L
-2 ENFRINTH 2580355, Patentln 3.5.1 /A A b—/L9 2% &, Patentln 3.5.1
EFEATTHLEDICHEN LA R F—0NFEE I D, LIATICPR(T S 417z Patentin
T=HII RIS Z Eidlav, &HiPatentin 3.5.1 %7 > A A h— L L2 T
Patentin 3.5.1 DfFA A h— L ZBRIGT 5 &, ROBENERIND, HI-LIZRIN
5891 [Repair] VA RZ AL, [Next] RZ U EZHLTA A h—IL
DOFRRIZHED & PatentinOIEEBIENK T35, H&AliZPatentin3.51 %7 > A > A k
—/LLThb, Patentin3.51 Y 7 hY =7 HFHA VA M= 5HEEZTRLTH L0
(XJ-1) .

i% Patent-In 3.5 Setup

Application Maintenance 6
Select the maintenance operation to perform. b &

A ™

=8 To inztall Patent-ln 3.5, you rmust zelect the Bemove operation to
O uninstall the exizting verzion of Patent-ln 3.5 from this computer and
= g then reinstall Patent-ln 3.5.

The Repair operation reinstalls mizsing or comupt files, registy keys,
ﬂ? and shortouts, Preferences stored in the registny may be reset to
ey

default valuez. Mo need to reinztall Patent-ln 3.5 aftenvardsz.

> Mot applicable.
-

YWize Installabion Wizard®

[ Mest » ] [ Cancel

J-1 : Patentln ® Repair BEL X7 A A h—/b

J.3.2 a7 4 FX2lb—aryOF AR
TANMERH Loy 7 4 X2 —2 3 UERISRT,

e Microsoft® Windows XP Professional
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- Version 2002
- Internet Explorer 6.0.2800.1106.

e Microsoft® Windows Vista Ultimate, Microsoft® Windows Vista Home Basic and
Microsoft® Windows Home Premium

- Tat v Intel Core 2 CPU 6400 @ 2.13GHz

- AEY 1006MB

- VAT LEAT R EYy MRV =T 4 T VAT A
- Internet Explorer 6.0.2800.1106.

e Microsoft® Windows 7 Enterprise

- Version : 2009

- Zat vt Intel® Core™2 CPU 6400 @ 2.13GHz
- AEY 1006MB

- VAT LEA T 64y ARV —TFT 4 VT AT A
- Internet Explorer : 8.0.7600.16385.

TRTOILT 4 Fab—ra 20T 2 M2 A2, Patentin (3 17D
HE SR CICEEEE 525 2 L A0 & B,

J.3.3 Internet ExploreriZBi4 2 B EE

Internet Explorer (%, Checker & 721 Patentin DWW w3 3 B85k DLL & iz
Wi SHLd, Patentin 32 B DAL TWD DLL Z450BEL K5 & L7223, USPTO 1L
Checker/Patentin 3.0 O 2—H— 5 ZHHOREOWT T TZITE S & MS
Windows 98 =@ Internet Explorer 4.0 & ODIIZABERH D L OHEELZ T, ZD=
—P—IFE R ZOREAEEFE L, USPTO I Internet Explorer 5.0 127 v 77 L— K
T 5 RN I0d Ll LTz,
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